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<150> 60/462,634 
<151> 2003-04-14 

<150> 60/518,110 
<151> 2003-11-07 

<160> 42 

<170> Patentin version 3.1 

<210> 1 

<211> 22 

<212> DNA 

<213> artificial 

<220> 

<223> Synthetic oligonucleotide 
<220> 

<221> misc_feature 

<222> (1) . . (1) 
<223> 

<400> 1 

gattgatcta tatgatgtac gc 22 



<210> 2 

<211> 19 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic oligonucleotide 

<400> 2 

ccccaagcaa agtagttgc 19 



<210> 3 

<211> 348 

<212> DNA 

<213> Mus musculus 

<400> 3 

gattgatcta tatgatgtac gcagaagacc atggtatgat gttttgacta cctctaaaga 60 
tgcgatcaat aaatgggggt tctatcattt gttaatacat tgaggggaaa cttcccctta 120 
gtgggatggg tactctctta tatagaatgc tgtgatactt tcaaaataca aatacaatta 180 
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atgacaaatg 


aaaatgatgt 


gtttgagaag 


gaaatctctg 


tgaatactga 


taaaatgatt 


240 


ttcagactca attcaaatgg 


attgctgtaa 


gtcttctgtc 


cagttttagc 


tttcagtctc 


300 


ctttagctgg cagggctttt 


cttcaaagag 


caactacttt 


gcttgggg 




348 


<210> 4 
<211> 16375 
<212> DNA 

<213> Mus musculus 












tgctcctcaa 


gtgctgggat 


taaaggccca 


tttgaagaca 


ttgctgactc 


taggaaattt 


60 


gctattataa 


taagagtatg 


caggcagcca 


tacttggtgg 


tacaaatgaa 


cacacactca 


120 


caaacccaca 


catacataca 


gagagagaga 


gagagagaga 


gacagagaca 


gagacagaga 


180 


cagagacaga 


gagagaaaga 


gagtgagaag 


gggggagaaa 


gcctagagct 


tcagcaaaaa 


240 


gagaaaggta 


aatgagtaat 


gggggattaa 


gcaaagaact 


aagctttatt 


atagagatgt 


300 


atgcaagtgt 


caaagaataa 


aggataggag 


aaacaagact 


tctctagtct 


ctcagttgtc 


360 


tgtctacacc 


tgaggcagag 


gttgctagct 


gctcacaaat 


tctgtcatcc 


atttataagt 


420 


gtcctttgca 


aatgatgact 


tgactgagga 


cttaattttt 


ttaaatttaa 


ttttattagt 


480 


aattcatttt 


ttacactcca 


tattccattc 


catgcccctc 


cccatccaac 


ctctgactgc 


540 


tccacatccc 


acacctcctc 


cccacctcac 


cctatctcca 


cgtgaatgct 


cccaccccca 


600 


ccccacctga 


tctctaaact 


ccctgggtcc 


ttcagtttct 


tgagggttag 


gtgcatcatc 


660 


tctgaatgga 


cacagacccg 


taagtcctct 


gctgtatgtg 


tgttgggggc 


ttcatatcaa 


720 


ctagtgtatg 


ctgtctattt 


ggtggtccag 


tgtttgaaag 


atcttgtgga 


tccagattaa 


780 


ttaagactga 


tggtcctcct 


acagaatcac 


ccttttcctc 


agcttctttc 


agctttacct 


840 


aaggcctgac 


actattactg 


aggctatgga 


atgctcacaa 


aaagggacct 


atcatgactg 


900 


ccctcagaaa 


gacccaacaa 


ggaactgata 


gagtcagata 


cagtcatttg 


cacccaacca 


960 


aggactgaag 


cagccgagga 


cttaattttt 


taaagtccct 


ctgtatctgt 


ggtacccaga 


1020 


ggcagtccac 


actaagaacc 


atgaatgaaa 


gaagtctatc 


acttcaagac 


tcacactgca 


1080 


atgacttggt 


tgtacctcat 


cctcaatttt 


tttctagctc 


tagctcttgg 


gagaccctgg 


1140 


gactgaaaga 


ctgtcagaaa 


caataactct 


ggctgtccta 


gatctctgca 


taattgcttg 


1200 


gaacattttt 


agaatttatc 


tgtttgtctc 


tctatctact 


gtctgtttgt 


ctgtatgtct 


1260 


acctatctat 


gtacctagct 


atatgtgcat 


tgctgtttgt 


tttgagacca 


ttctcaatat 


1320 


ggagccttgg 


ctggcctaga 


aaccaaatta 


acctcaaact 


caccagtctc 


tgctaggcac 


1380 


atgctggcat 


tcaaacccac 


ctgcctctgc 


taggcacatg 


ctgggattcc 


aggtgtgtat 


1440 


caccacactc 


ccccttgaag 


taaaatttat 


gatacacatg 
Page 


aatagtgatg 
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cctaaactgg 


1500 
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aaatcttaga 


tgacaaataa 


cagtactgtg 


ataagacatg 


ggtatttgtg 


atcatacttt 


1560 


gaggcatttc 


ctgttatcaa 


aactaataca 


gattagtctt 


cctttttttt 


ttttttttga 


1620 


gtttttccaa 


gaaaaatcaa 


aatctgaaga 


agtcagccat 


tttcctttct 


aaatcctctg 


1680 


ggacttcagt 


ctgagtataa 


tatccccact 


cacttaagaa 


gaccaaccct 


ccctgccccc 


1740 


acacccgcgc 


tggaactgtg 


aagcaaacta 


ggagctacgg 


agattctatt 


ctgaaataga 


1800 


actctggata 


gtagtatgga 


atctattctg 


gatagcaact 


gaaagttctg 


ctaggtatat 


1860 


tagacaagtt 


gagtcaacta 


ggctacttcc 


tttaaaagct 


agctagagtt 


tattgtgttg 


1920 


gaatgtaaca 


tgtatctaat 


actctgcagt 


acatgactgg 


gccaagctct 


gtatcagtgg 


1980 


cattctgtct 


gccagaaaat 


atccgcagtg 


actattcaga 


catttttgga 


gtctataaaa 


2040 


tgtactgttt 


taattttagt 


aagattaaca 


atgtgaagtt 


cctagagtta 


aaaaaaaagc 


2100 


aaaacaaaac 


aaagaaacaa 


acaaaaaaca 


actttgcaca 


taaccaagta 


gaagtgcaat 


2160 


tatctgtcac 


ttgaagtggt 


gtttctacta 


atagacatgg 


ttctcaacaa 


atgaaatgaa 


2220 


aaatggatac 


tttttatcat 


taggcaacat 


tcataaaaaa 


gggggcatgg 


aagggaactg 


2280 


caaccctata 


ggtggaacaa 


cattatgaac 


taaccagtac 


cccggagctc 


ttgactctag 


2340 


ctgcatatgt 


atcaaaagat 


ggcctagtcg 


gccatcactg 


caaagagagg 


cccattggac 


2400 


acgcaaactt 


tatatgcccc 


agtacagggg 


aacgccaggg 


ccaagaagtg 


ggagtgggtg 


2460 


ggtaggggag 


gggggggagg 


gtatggggga 


ctcttgggat 


agcattggag 


atgtaaatga 


2520 


ggaaaatacc 


taataaaaaa 


tatatgtaaa 


aaagggggca 


tggaaatgcg 


catgcctcct 


2580 


taagattgat 


ttccagaaca 


tgatgtttaa 


gttctgaatt 


tatgtacagg 


tcctactccc 


2640 


tgaccaaggg 


gttggagagc 


tgctggagta 


cactctacat 


atcatgtaaa 


gtggagtaat 


2700 


cctgcagtgg 


acttagtaga 


agacatattg 


atagcttgtt 


tcttttttgg 


tctggggaaa 


2760 


catttccata 


aatgatcatt 


atcgctgtca 


atgaaatgat 


ccattcagaa 


atgagattac 


2820 


cacactatgc 


tgtttctaaa 


accccctctt 


cagccatcct 


taagtcttaa 


tggaacacaa 


2880 


aaggttcatt 


taaaatgaaa 


agtggtttcc 


ccttttccaa 


gatttgagaa 


tctctcattt 


2940 


cctttccaga 


agtctagttt 


tcctgtgaat 


ggttataaag 


cattatttga 


agggactgca 


3000 


gaacatagtc 


attttttctt 


tgctatttta 


ttttccataa 


ttttgaactt 


gaataaatag 


3060 


cataccactt 


aaataccatg 


atgagatttt 


atacactaag 


tagtaatatc 


acagaagaat 


3120 


ttatattgtt 


taatttaacc 


ataatataaa 


tactctaact 


tattattact 


gtgttttact 


3180 


tcaggaaaac 


ttatatgaga 


ttaacagttt 


taaatatatg 


ccgtctaaga 


ttagcaatgt 


3240 


taataaaatt 


taatgtcctt 


gtccttaatg 


taaattatag 


cattttaatt 


ttcttgtgtc 


3300 


tttaaagaaa 


tgtataaatt 


ttatggagca 


tattaattcc 


tattagtaga 


tttttattta 


3360 


gcaatcttag 


tgaaaacaaa 


agtttcatac 


taatgttctc 
Page 


tataaagaat 
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gaaggacatt 


3420 
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gctcagggag 


agagagttaa 


aatatatgca 


aacatgaaga 


cttaccaaag 


tgcagatttc 


3480 


tcaacttcat 


gtgcacattt 


tgtaggtgtg 


ttgactcaga 


aggtagactg 


tatcctcaga 


3540 


acaagctgga 


tgcaagagta 


gccatattaa 


tgagctctgc 


atttgattgt 


gactgctgct 


3600 


gtagtgaagc 


aggtggagga 


gccatgcaga 


atgatctgaa 


cttcagccta 


ggacaaccat 


3660 


gtgtactgac 


atgtgcgcag 


ccatcacatg 


caaggcagga 


aaataatcaa 


caaacatcac 


3720 


aatggggaga 


gtgaaaacat 


ttatactttt 


aaaaatccaa 


tctaattcaa 


tcaattatga 


3780 


gtcattgttg 


agatctttta 


actcatggct 


gttggctaga 


cattggctat 


ggaatgtaat 


3840 


cacagtctta 


tcagctctgt 


gcatttctgt 


tagctttgga 


aaaatcaaaa 


gggtcaagag 


3900 


agaaagtaaa 


ccatttggac 


cagggaaatt 


ttattgttaa 


gaaatagtta 


ttcactataa 


3960 


cttaggagat 


ggctcagaga 


gtaagacgac 


tctctgtaca 


accataagaa 


ccggagttca 


4020 


gcctcccagc 


ataaaaatct 


gggtgtagtt 


gtaaccagtt 


atcccagaat 


tgtgggaggg 


4080 


gctgaattaa 


aaggcttgct 


ggctcccagt 


aaatagtgct 


ccaatagtag 


attcaatgta 


4140 


ctactgtggt 


ctgcaggagt 


gctaagatgt 


atacctacac 


acacatttga 


gttttcacca 


4200 


ccaatatata 


ccacaaatca 


acacatatca 


taatggggaa 


aagaaaaaat 


atactgtaaa 


4260 


aaatccaatc 


taactcaatc 


aattatcaga 


gtatcagagt 


cattgttgag 


aattaagaaa 


4320 


cctaaggcta 


aggacatggc 


ttgggaagag 


aacattaaaa 


tgtatgcaaa 


catgaagact 


4380 


tgacagggtg 


cagatcccta 


gacttcatgt 


gaacattttg 


taggtgtgtt 


ggctcagaag 


4440 


gtggagacca 


gtatcctcag 


gatgagaagt 


tttattagaa 


ttaaagattt 


ccaaaaaaaa 


4500 


aaaaaaaaaa 


aagaaagcac 


aaataccatg 


tatatgacaa 


ggtagtctaa 


tctatagcta 


4560 


cctatgagaa 


tgaaataaag 


tcataaagga 


gatattaatg 


gcccaatact 


ctgacctaag 


4620 


atctgatcct 


cttctagaga 


catggatata 


ttcttaaaag 


gcaggtaagt 


cactaggagg 


4680 


ccattttggt 


ggaatttgct 


agaaaatgac 


tctttggtgt 


ttctaatgtt 


aaccagaaat 


4740 


tgtcgtctac 


aaaaaatata 


taaataaaaa 


taaaacaata 


aaaatcgtga 


gagaggtcct 


4800 


atagatgaga 


actcatgtca 


gtaggctatt 


gttggccatt 


gggatcgtag 


tggagtttca 


4860 


gaatcttcca 


gaacaaggag 


aaatagggac 


tgtataaaac 


aatggtggct 


aagtctaaag 


4920 


aacccgtatg 


tatggcagca 


gacagacacc 


agataatctg 


ttcataggca 


gagcccatga 


4980 


gctaacaagt 


gacatacctt 


aggaaatata 


cctttctcat 


tcagtgtctt 


gcatcatctg 


5040 


tacataatat 


atggaactgt 


gctaattact 


aaaaggaaag 


tattgaaaat 


ccccagatat 


5100 


tcaatcaaac 


aaaccaacca 


aagtgaaaca 


tttcagttga 


gaggtaatga 


atacatatat 


5160 


agaggcattg 


tattaaaatt 


tacatataat 


ttctttaaat 


tattttatta 


ttattgagat 


5220 


attaactgat 


attaagagta 


attgttgaaa 


gggaatcaat 
Page 


atatcatttc 
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acatacttgt 


5280 
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tgcttaaatc 


taagactatt 


ccaaggaaaa 


gaatgatatt 


tatatcattg 


acagcacgga 


5340 


tgaaaactga 


actcatttta 


aagaaataag 


tttaatggat 


gttatattag 


ctatgtcagt 


5400 


aattggttct 


ttggggagaa 


ctatatttaa 


acttacagtt 


tatgcaaatg 


tgattagtca 


5460 


tttgaaatga 


ataagtcatt 


tcataatata 


gctatgcata 


taaaatttcc 


tagtcaagaa 


5520 


gggcttctgc 


ggttgtatat 


gtattttgac 


atgctttaat 


tggcccaatt 


atcttagttg 


5580 


gataagcatg 


gctcttgcaa 


agaatctcca 


taattttcat 


gatttctcaa 


taaaaaaggg 


5640 


gggggggtag 


atcatagtgc 


atttttcatc 


tgagtcaggg 


attttcttta 


gtcacatgta 


5700 


taaacatgct 


tgatgtaagg 


gaattctgtg 


gcataaaatt 


gtcatgcagc 


ccatgggtgt 


5760 


tgacaagtct 


tcattaggtc 


cagcctgtgg 


atgaaagtaa 


tgagttccag 


agcactttaa 


5820 


tctaagtaaa 


tgtagtctta 


attagaataa 


gtatgaatca 


attacctttc 


aaaatcaata 


5880 


taacaactca 


agaaggtttt 


tttttgtttg 


tttaactttc 


taatttcaga 


aaaatgtaaa 


5940 


ggtttcaaac 


taatagatta 


ttgactttct 


gtttaaatta 


ttttacatca 


ttcaaataaa 


6000 


tttgcaaaaa 


ccaaatactt 


tttagtatat 


gtgctgccga 


agcgagcaca 


aaaaccaaat 


6060 


actttttctg 


ttatgtttta 


aaaatgatat 


ctatctatta 


aatgcattcg 


atgtatttct 


6120 


atctcagcac 


actacccttt 


gcctttccaa 


gtctttcaag 


acctctttcc 


ctttagggtc 


6180 


ctcctttcca 


cttgatgtgc 


acttgggtcc 


aattaaagat 


gtccttatgt 


gtgtgtatat 


6240 


agcaatctat 


gtgagcatgg 


gcagtcttcc 


aagcaagtta 


ctacatctct 


gaagaaagcc 


6300 


aacccaactc 


accttcccct 


aataaccctc 


ccctgggccc 


tcatgtgcat 


ctctctgctc 


6360 


cgggctagac 


tgtggactga 


cttgatgatg 


tgccggtctc 


agagctgtag 


atgtcatgag 


6420 


gtcctgagtg 


taacacttgt 


ggaagacgct 


gcttgacagc 


agtcctcccc 


attccctagc 


6480 


tcttacagtc 


agtgcaccac 


ctcttcagtc 


atccttgagt 


gtgagaggga 


ggcagtgtga 


6540 


caaagatagc 


gactttgggg 


cttgaaactt 


caccatcatt 


tattccctaa 


actttgacta 


6600 


gctgtgggtc 


tctatattaa 


tgtctgtcca 


ctataaaagg 


aacttctcta 


atgaggagtg 


6660 


aaggctgcac 


caagccacca 


agaatctgta 


ttgacatgag 


tttaatagaa 


aaagagaatt 


6720 


aaagttaact 


ttaattgtag 


cttaaccttt 


tatgtataat 


tttaatctga 


aactgaacat 


6780 


ccaatttaaa 


gtggtccatt 


ggaaaagata 


gttgataaat 


tatttcaata 


atatacatta 


6840 


tttattaagc 


acgtgactat 


gaagttcaca 


accatgctgc 


tctgtgatag 


aagctaaaga 


6900 


caaaaaatat 


ttttatggga 


gaaaatatca 


ctgtttagtc 


ttggctaacc 


tggaattccc 


6960 


tataggccaa 


tctgtctttg 


gactcataga 


gcctctgctg 


tccaagtgct 


gtaatcaagg 


7020 


gcatgtgcca 


tcatacctgg 


gaaaaacagt 


cctgcatata 


gtcttgtata 


tacagtttgc 


7080 


attgaataaa 


aacagagtgg 


gcaattaatt 


gaaagcacca 


cctttactag 


ctgcagcaac 


7140 


attttctgtc 


aaagaaaagc 


atctcaacca 


aacccctgtg 
Page 


tctggagctt 
5 


gttcggacaa 


7200 
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tatagggaga 


gggaattggc 


ttgtgttggg 


atttcttttg 


tactgctgtg 


ttactttgca 


7260 


attgtaaaaa 


aaaagaaatg 


acataaaggt 


ggtgttttat 


atttgaatat 


tcatataggt 


7320 


aaatggaatt 


tggtttatct 


tttattttgt 


tattttaagt 


tgcctattag 


ttttgtaaat 


7380 


agatcttatt 


gttagaggtg 


gtggtatttc 


tcatgccatg 


gcatgcacat 


ggaagtcaga 


7440 


ggacttgcca 


atactctcct 


cctgccagga 


tctccttctg 


tgtgattaga 


gatggaattc 


7500 


atcttttcgg 


tcttggtctg 


agcacctgaa 


ctcactaagg 


catcacctaa 


gcccagttat 


7560 


acttagtact 


ttggcttagt 


ttctctgata 


tactttgttt 


ttcagcttct 


ccatgggtgg 


7620 


ataatagtag 


aactccaaac 


aagattgatc 


tatatgatgt 


acgcagaaga 


ccatggtatg 


7680 


atgttttgac 


tacctctaaa 


gatgcgatca 


ataaatgggg 


gttctatcat 


ttgttaatac 


7740 


attgagggga 


aacttcccct 


tagtgggatg 


ggtactctct 


tatatagaat 


gctgtgatac 


7800 


tttcaaaata 


caaatacaat 


taatgacaaa 


tgaaaatgat 


gtgtttgaga 


aggaaatctc 


7860 


tgtgaatact 


gataaaatga 


ttttcagact 


caattcaaat 


ggattgctgt 


aagtcttctg 


7920 


tccagtttta 


gctttcagtc 


tcctttagct 


ggcagggctt 


ttcttcaaag 


agcaactact 


7980 


ttgcttgggg 


aaaagccctc 


acatagagat 


ggcatggagt 


cacagacagc 


ttgcctctgg 


8040 


cagtgaacta 


atgggaactg 


gccctaagct 


aacagtgctg 


cctagatact 


tccataaagt 


8100 


ttaggtttta 


ttatttctcc 


ccaaagtaat 


tttatttgtt 


tgacactatt 


aacgtaattc 


8160 


atcatcctaa 


ttcaaaacac 


aagaaaatat 


gaacaatata 


tgtttgaact 


ctctgggaga 


8220 


caactatgaa 


acttcatgta 


tttttattat 


tgattggatt 


ttgagtgtat 


aaaagttata 


8280 


cttaaattgt 


aaatatacta 


tttttaatga 


gttcacatat 


acaacatggt 


accttatact 


8340 


ctgttctttt 


catattaatt 


tttgagtatg 


tagtaatgaa 


aaggaatact 


taaaatccct 


8400 


ttaataaagg 


ctatctgttc 


acttatttaa 


gaaagtcctt 


attgtgtttg 


tgcattgctt 


8460 


ccaacttctg 


gtattttcac 


acaaattctg 


tgcagcatag 


tggtggttga 


aagaacattt 


8520 


agttatggct 


ttcaagtgtc 


ctgttgagta 


ttcaataggt 


atttgcatga 


acacaacctt 


8580 


aagtaatagt 


taccaatgta 


ttagtgactt 


ttaagtgtcc 


ttctgaatag 


ccaatagcaa 


8640 


tatacatgaa 


caaaaccttg 


aatactatta 


ataatatttc 


tctagtctat 


tatttaatga 


8700 


aagcaaatac 


tatgttataa 


catagttgta 


cttaggaaac 


ggtcatttta 


tgggaactgt 


8760 


aggagcgagg 


tgtcactcat 


ctgaagcaga 


cactttgcta 


atcttttcat 


ctgccactga 


8820 


gcagcacacc 


aggacaatgt 


gttaagatgc 


tagacatgag 


ctgggttgtc 


ttgcatgggc 


8880 


aaacagtgga 


gctttgccta 


ttggtctgaa 


tacagagcat 


ggagtgggtt 


gcaggcaagg 


8940 


cgctggagtg 


ctcattctac 


aaataatccc 


aagtagtagc 


agctgtgctc 


cgaaatgctg 


9000 


agaatgaatt 


ggcttgcttt 


ctgtctgttg 


ctgggtcact 
Page 


tgagtcagat 
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gcagcccttc 


9060 
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ccactgtgga 


aggcagatgc 


ttaatccctt 


caatttgttt 


tgttcccctc 


cagtctctgg 


9120 


ctaagcaata 


tgtgtcttct 


ctttgttcct 


tttctttctt 


tttcttttct 


tttaaattac 


9180 


tttgctgcta 


tcaaatttag 


ctctctacaa 


gcacttaact 


tcctgcctaa 


atctcccgaa 


9240 


gtgtgtattt 


caaatacaga 


gaatcagaga 


tgtggttaga 


gtttggaatt 


tacatttaaa 


9300 


ctgtttctct 


ggtgattctt 


ggatgccata 


aatcttttag 


agtttctgct 


tcatatttct 


9360 


ggtaatagta 


atatccatta 


cctggtttca 


gtttttaact 


tacctgttat 


atttcctttt 


9420 


aatttgcttt 


atcttaaggc 


tttttgacta 


cttatctctc 


tgtgtttatt 


tattttttgt 


9480 


atttaaaaat 


gtcataattt 


gttgttcact 


acaactgaaa 


tgtcagcaat 


cagaatttag 


9540 


gggccgggca 


ttgtggcata 


cgtctttaat 


cccagcactt 


gggaggcaga 


ggcaggcgaa 


9600 


tttctgagtt 


caaggccagc 


ctggtctaca 


gagtgagttc 


caggacagcc 


agggttatac 


9660 


agagaaaccc 


tgtctcgaaa 


aaacataaat 


aaataaataa 


ataaataatc 


ggaatttagg 


9720 


attgttcctt 


cttcagaagt 


aaataatcgt 


ttggaaagta 


attttagtca 


ctgcttacat 


9780 


taaatttcat 


ctttattttt 


ttcataaatc 


cctagaaact 


atgcattcaa 


aagccataat 


9840 


gtattaatat 


ctctaatggg 


atcttaaata 


ctcttttcaa 


aaaaacattt 


cagagtatgt 


9900 


ttaaaagagc 


attgtttact 


atggtgtaat 


agaatgggac 


tttgttttaa 


tcatatcata 


9960 


tttcagaaat 


gtataaatat 


gaacacagca 


aatgtcaatg 


ttatacatag 


aggaaaaggc 


10020 


aatgttttgc 


tggttctgtt 


tcaggtacat 


ccagggagct 


gcatccccca 


aggacatgct 


10080 


cattctggtg 


aacgtgtgag 


tagtgcatga 


gacatttgta 


ggtaataata 


ggttgttggg 


10140 


aattagaagt 


gtatgaaagt 


tgggataaca 


aagaatcaat 


ataatggttg 


tatatctaga 


10200 


aaaacaagcc 


aaacttcgat 


attaacaatt 


gattgttgac 


ttggctcaat 


cagtaaagtg 


10260 


cttgttgcac 


aagaggaagg 


tctgagtgca 


tagctctggc 


ttttacacga 


aaacaattat 


10320 


ataataaggg 


agcagtggtt 


gtgcctgtaa 


tgccaattgt 


gaatagtagg 


agagaagaag 


10380 


tgccccaggg 


ctcactgatt 


agacagtcta 


agggatcagt 


ctgttctggg 


attactgtga 


10440 


gaccccagta 


ttaaagaata 


tggtagagag 


ccacagaaga 


tacctggcat 


tgacccctga 


10500 


catccacaca 


catacactca 


cccacccatt 


ccacacccca 


catttatgca 


aatgggcaca 


10560 


cgaagacaat 


aacaaaacca 


gaaagatcat 


tctattgaaa 


atgtaaataa 


tgtatctgta 


10620 


tcaaactggg 


aaattatact 


attctaaaag 


ctaatgagat 


cacttttgtt 


ctttatgatc 


10680 


gtgtttgata 


aatgacaggt 


gaatgacaca 


cggacccatt 


tgtctgtttg 


taggagtgga 


10740 


agtgtgagcg 


gattgactct 


gaaactcatc 


cgaacatctg 


tctccgagat 


gttagaaacc 


10800 


ctctctgatg 


atgatttcgt 


gaatgtagct 


tcagtgagta 


tggatggctg 


ctccttctgg 


10860 


aatcccgcct 


gcctgtctcc 


ctacatcatt 


acatactggg 


ttgtgttttc 


cttcgatggg 


10920 


ctgaggcatt 


gtcagagtgc 


tataagctgt 


cttactgatc 
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tgtcctttct 


10980 
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gagatgctta 


gcattaccac 


cactgaagta 


atgaatactg 


aatgaaaagc 


attccgtccc 


11040 


ttccctcaaa 


ggagcccaca 


tgggtactgt 


gagcccttcc 


acacacaggc 


acctttggga 


11100 


catcttatga 


agtagcatga 


ttgaactgtt 


aattgcttgt 


agctggttat 


actcatttgt 


11160 


gggctggaca 


gctgacctta 


ttgcactgag 


tttttcctaa 


cagaagaaag 


taaaggggaa 


11220 


agtgaataag 


ctgggaatta 


tcttagacct 


tttcctagct 


aggaagtact 


ggccttgcgg 


11280 


caaatgggcc 


aagatgtgcc 


atgtctcatc 


ttgatctatg 


taatttaggg 


acccaatttc 


11340 


atggccattt 


tctagtgcag 


gaaatttcat 


atgtgaagtg 


gttcatttat 


ggagatgtgg 


11400 


ctgaaggagc 


agtagatttt 


ggtggtgttg 


atttttattg 


aacaaaggag 


aatagatctg 


11460 


cttctaaaaa 


tcactgggta 


gggtgaagtt 


aaagtctaca 


actgattgtc 


tcactttcct 


11520 


ggaattgggg 


gaaacagaaa 


tctccataat 


cctaattctt 


ctaatgatga 


tggaatggtg 


11580 


atgctaagat 


ggagaggatt 


tatctctaaa 


atgaaatcac 


taagatagtc 


ctgaatgctg 


11640 


gtatggataa 


agagtataga 


acccactatg 


gataatgtaa 


gacttcctgg 


atagtgtgtc 


11700 


acgatgtata 


attctcaagg 


agaataattt 


taaaatattc 


tatagttcaa 


ataaattcag 


11760 


atggaacctt 


gtcaaactct 


tgttgagaca 


ttatggcaag 


atgaccactt 


caattaagat 


11820 


ataggaaaga 


gcttcatttg 


tatataaatg 


tatcatttta 


aaaaaaaaac 


tttggaatag 


11880 


cttaaaatgt 


tatccttggc 


agaatgagag 


tggctcaaat 


atatttagtt 


cagatttgtc 


11940 


atatataata 


aaaattattt 


aagacaagaa 


aataattaat 


actattaatg 


ttttctttgg 


12000 


cttctttcaa 


aaactgaacg 


tcagtctgag 


ttgaagtagc 


tcctttggaa 


atcacaggga 


12060 


atagaactgg 


ttcaacagtg 


agaggtgaag 


tgtgcaaagg 


gagaatctaa 


ttggatattc 


12120 


ttcatttaat 


ttaaggaaac 


caagtttgtt 


gagaaattct 


agaaacctcc 


aggaatagtc 


12180 


ttttttttag 


agttgctaag 


ctacaaaccc 


taaagaccca 


gtgtgttagg 


taccagcctc 


12240 


ccttatgtgt 


agatgaacag 


aatatggcca 


cgagcaggta 


ttctgaactg 


ggaaaattat 


12300 


ggattctgaa 


tgttgaaagc 


tgatcagtgc 


ataccctagt 


caatgaatca 


gccataaaaa 


12360 


ttgacattat 


cacataataa 


taataataat 


aataataata 


ataataataa 


taataaacaa 


12420 


taaacaactg 


tgatgatgat 


gatgatacac 


agaacatttt 


ataagagggt 


ggtgagctta 


12480 


aagttagtgt 


ctgaggggaa 


tccatgcagc 


tgttctatag 


acaagtaagt 


ggcacaaaga 


12540 


ggtaataatg 


aaaactggta 


cagactgact 


tcaacctgga 


tcagactttg 


aagtgtctaa 


12600 


tgccaggtgg 


tttttaatcc 


caatatattt 


aagcccagta 


taatttggaa 


aaaaaacgtg 


12660 


ttctgctgta 


atacagtccc 


aagtacccaa 


ggaagggtaa 


actctactca 


aggtacatca 


12720 


tgaaactcta 


atcagagtat 


gtgtcatgtt 


gtcttccaag 


aaaatgggct 


ctagagatag 


12780 


gctacctgta 


ctagtttaag 


ggcctaacgg 


tggcctggtt 


ttagtcacac 


agatagaata 


12840 
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caggtcatct 


gggccttgtt 


gtgcaaattt 


gatatgacct 


gacccaccaa 


taatgcagat 


12900 


caggctatta 


atcagttcca 


actcttagac 


ttctgaattg 


aagaacaggt 


ttttcatctt 


12960 


tcccattgga 


tagaatccca 


ttcacttaat 


attcctgatt 


tctctggata 


tctgcgggca 


13020 


cagggatctt 


tatactatgc 


ctccaagaag 


tgtcaaattt 


aatagtattt 


tgtagtctat 


13080 


tcattttttt 


tttgttcctc 


tgatactcat 


tccaatttcc 


ctatactctt 


gcccaacctt 


13140 


gcatcagcat 


cagtagcttg 


gttggcacat 


tgccttacat 


attttaaaca 


ggggactttg 


13200 


aattcaatgt 


ccattcaaat 


agtaggtcta 


tgattgtcta 


ttcatagaca 


ttacaataga 


13260 


tgaaagcatt 


gaatgaatac 


cataattcca 


tgtacagtct 


tctctgcctc 


tattatattg 


13320 


cagcaaattt 


aatgacaaac 


tattttaaaa 


tcttggtaca 


ttggaattag 


gtccccaaat 


13380 


atccagagag 


caaatacaca 


tttaggttta 


gcaaattctt 


aatgaccgcc 


ataaatattg 


13440 


ttctcatttc 


caccacatgc 


acatgaaatg 


cagaatattc 


ctccatactc 


catagagaca 


13500 


ggaagtaggc 


agttcttgag 


tgatactctg 


ggttatagtg 


acaggagata 


agcttcctca 


13560 


catttggttc 


ccacatcaat 


gctttctatt 


ttctgaatgc 


taaaccagta 


ggtgagtgtg 


13620 


aaggcattgc 


tgatgtttgt 


catgcaaata 


tgccatggca 


aattccaagc 


aacttgcaaa 


13680 


aggtcaactg 


gccataaaca 


acgcctgaaa 


atctaaagat 


tgcttttcat 


gaattaatat 


13740 


aatcctgaca 


catgcataga 


gcagcatgcc 


cagtcagatt 


gtcttcttca 


tgctggagcc 


13800 


ttagcacata 


gttaagggta 


aatagtttat 


tcaagccagt 


gtctagggag 


atagcataag 


13860 


ttaggccctg 


taaattcttt 


ggacaagtgt 


ctgttatcga 


gcttactttt 


caaactagtt 


13920 


tgcttcattt 


gagtgtttaa 


gtagattccc 


atgttaaggc 


aagcagtatg 


tgaactctga 


13980 


aggttaataa 


tactttctga 


ggtgctatgg 


tgaagtacct 


gggactggat 


ttatgtcaat 


14040 


ataagagaca 


cacatttact 


cctttcctaa 


tgagtcaaca 


tctaacattt 


ttttaaaaag 


14100 


taagttgatg 


ctcatttccc 


tgagaggtat 


tattgtatgg 


accctgtact 


gaattggtgc 


14160 


taatgagctg 


gccatagctg 


tatccatgtg 


cgcagtagct 


atatcgaaac 


agatgcaaaa 


14220 


gacctgcact 


cttcattcta 


agtatatact 


ttctccctct 


ctcatttctt 


ggctacactc 


14280 


actgggtcat 


ttaataatca 


ttgtagttat 


ctgagacagg 


taggttccag 


aggatgaatc 


14340 


attttacccc 


cacccccact 


ctctagcaat 


tcgactggag 


aagtacaatc 


tctaggaaac 


14400 


atggatgtga 


cacacagttg 


tacacaattc 


attcattttg 


ccgtagctta 


tcctcagctt 


14460 


cttcttcaac 


tctgcctaag 


agaggttttc 


cagtatttct 


ccttcctggg 


caaactattc 


14520 


aagaggcttc 


cacctgtata 


gaaagacatg 


tatttcctta 


ttccaggaga 


tatctggttc 


14580 


tcgatataaa 


attacagtga 


agtgcatttt 


gcctcaaggc 


ctctcaaaat 


ccatttcccg 


14640 


tgtgtacttc 


tggcttctgc 


tgcttcatat 


tcaacatacc 


tgctcattct 


ttgttgaata 


14700 


ttctgttttc 


ttgttttcct 


ggcacggact 


gtactattgc 
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tattgaaatt 


14760 
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tggcattttt 


gttgcttaga 


gccatgagag 


aggatgggat 


gaaataataa 


agagagcaaa 


14820 


tgtcgttttt 


tattgtctct 


ctgagtggag 


atgccactgc 


actgtaatag 


aagggaacca 


14880 


tgtatatcta 


tacaaacaga 


tatggtcaac 


cgagggcaca 


gtatcttcaa 


gggcaccaca 


14940 


catccacctc 


cttgtgtatc 


atcctggcat 


ttggatagat 


gctgtggcag 


cttaacacct 


15000 


ttctacttca 


cattctcaat 


ataaatccct 


ttcttctagg 


acatgttgac 


cacagtaaga 


15060 


aaggggaatt 


ggtccataaa 


acttttccag 


ctttcttggt 


ctacatttgg 


ctggaccaag 


15120 


gatatcgctt 


tcttcagtgg 


aatttaaaga 


cctctcagcg 


cttagctgta 


caattattat 


15180 


tgtcttcaca 


tttctcagtg 


atctactatg 


cctgctccat 


ttacataatg 


ctcagattac 


15240 


tataactgaa 


tctgtagtgt 


agtgatgcca 


aatgcctgag 


cagtcttctt 


ggctccagtt 


15300 


atggacagta 


cactccttaa 


ccaaggctct 


ttctttctat 


tgccatgagt 


ctagtaaatt 


15360 


ggtctcttca 


ggaatatcaa 


cctgagcatc 


tatttaccaa 


gagtggtatc 


aaataagatt 


15420 


agtttcccta 


gaaacagtta 


ctgagataaa 


gatttaaatt 


caaatagttg 


atatggaaag 


15480 


ttactctaga 


aaaatctgat 


tgtgaaattc 


agaaattaaa 


gaaggaaact 


agtgaataat 


15540 


gcattgttca 


gtagcacaac 


cctgtgagag 


ttgagctcat 


tcttctgccc 


atcaggaaat 


15600 


agtatacaaa 


ggtgcatatt 


ttcaaagggg 


agatatgctc 


ttatgtgaaa 


tgactaaccc 


15660 


atgtaacatc 


agttcccttt 


ctttcacagc 


atgctgtctt 


cagtgcagar 


gttggagtgt 


15720 


agtcttggtc 


agattcaggt 


tatgttggca 


tgtacagaac 


gtatggccac 


cagtaacatc 


15780 


tgtccaagta 


agacagtgaa 


caatgctatt 


gccaaatcct 


aaaagaattt 


tctgatgaca 


15840 


tcacctttga 


ataggtatta 


tgcattcaac 


attgggccac 


cagttaacag 


cccttttcct 


15900 


actggtagaa 


cacagctgga 


gtcaaaactg 


agattcacaa 


tgcctaataa 


aaattgtaat 


15960 


cattgttttg 


ctgaagccat 


tccaacttta 


gatttgtact 


tctactattg 


ctgtttttga 


16020 


gaagtgtctc 


agtgatttac 


ctgcccaagt 


ctaccacacc 


tggctttaac 


tatatatttt 


16080 


L Ly ydddy La 


ddt_d ILL Lad 


& LLjaL L LLtL 
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1D14U 


acatattttc 


ctcaattaca 


tttccaatgc 


tatcccaaaa 


gtcctccata 


ccctcccccc 


16200 


ccacttccct 


acccactcat 


tccccttttt 


tttttttttt 


ggccctggca 


ttcccctgta 


16260 


ctggggcata 


tacagtttgc 


atgtccaatg 


ggcctctctt 


tccagtgatg 


gccgactagg 


16320 


ccatcttttg 


atacatatgg 


agctagagtc 


aagagctccg 


gggtactgga 


tagtt 


16375 


<210> 5 

<211> 8791 

<212> DNA 

<213> Mus musculus 












<400> 5 

gatcttttaa ctcatggctg 


ttggctagac 


attggctatg 
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cagctctgtg 


catttctgtt 


agctttggaa 


aaatcaaaag 


ggtcaagaga 


gaaagtaaac 


120 


catttggacc 


agggaaattt 


tattgttaag 


aaatagttat 


tcactataac 


ttaggagatg 


180 


gctcagagag 


taagacgact 


ctctgtacaa 


ccataagaac 


cggagttcag 


cctcccagca 


240 


taaaaatctg 


ggtgtagttg 


taaccagtta 


tcccagaatt 


gtgggagggg 


ctgaattaaa 


300 


aggcttgctg 


gctcccagta 


aatagtgctc 


caatagtaga 


ttcaatgtac 


tactgtggtc 


360 


tgcaggagtg 


ctaagatgta 


tacctacaca 


cacatttgag 


ttttcaccac 


caatatatac 


420 


cacaaatcaa 


cacatatcat 


aatggggaaa 


agaaaaaata 


tactgtaaaa 


aatccaatct 


480 


aactcaatca 


attatcagag 


tatcagagtc 


attgttgaga 


attaagaaac 


ctaaggctaa 


540 


ggacatggct 


tgggaagaga 


acattaaaat 


gtatgcaaac 


atgaagactt 


gacagggtgc 


600 


agatccctag 


acttcatgtg 


aacattttgt 


aggtgtgttg 


gctcagaagg 


tggagaccag 


660 


tatcctcagg 


atgagaagtt 


ttattagaat 


taaagatttc 


caaaaaaaaa 


aaaaaaaaaa 


720 


agaaagcaca 


aataccatgt 


atatgacaag 


gtagtctaat 


ctatagctac 


ctatgagaat 


780 


gaaataaagt 


cataaaggag 


atattaatgg 


cccaatactc 


tgacctaaga 


tctgatcctc 


840 


ttctagagac 


atggatatat 


tcttaaaagg 


caggtaagtc 


actaggaggc 


cattttggtg 


900 


gaatttgcta 


gaaaatgact 


ctttggtgtt 


tctaatgtta 


accagaaatt 


gtcgtctaca 


960 


aaaaatatat 


aaataaaaat 


aaaacaataa 


aaatcgtgag 


agaggtccta 


tagatgagaa 


1020 


ctcatgtcag 


taggctattg 


ttggccattg 


ggatcgtagt 


ggagtttcag 


aatcttccag 


1080 


aacaaggaga 


aatagggact 


gtataaaaca 


atggtggcta 


agtctaaaga 


acccgtatgt 


1140 


atggcagcag 


acagacacca 


gataatctgt 


tcataggcag 


agcccatgag 


ctaacaagtg 


1200 


acatacctta 


ggaaatatac 


ctttctcatt 


cagtgtcttg 


catcatctgt 


acataatata 


1260 


tggaactgtg 


ctaattacta 


aaaggaaagt 


attgaaaatc 


cccagatatt 


caatcaaaca 


1320 


aaccaaccaa 


agtgaaacat 


ttcagttgag 


aggtaatgaa 


tacatatata 


gaggcattgt 


1380 


attaaaattt 


acatataatt 


tctttaaatt 


attttattat 


tattgagata 


ttaactgata 


1440 


ttaagagtaa 


ttgttgaaag 


ggaatcaata 


tatcatttca 


catacttgtt 


gcttaaatct 


1500 


aagactattc 


caaggaaaag 


aatgatattt 


atatcattga 


cagcacggat 


gaaaactgaa 


1560 


ctcattttaa 


agaaataagt 


ttaatggatg 


ttatattagc 


tatgtcagta 


attggttctt 


1620 


tggggagaac 


tatatttaaa 


cttacagttt 


atgcaaatgt 


gattagtcat 


ttgaaatgaa 


1680 


taagtcattt 


cataatatag 


ctatgcatat 


aaaatttcct 


agtcaagaag 


ggcttctgcg 


1740 


gttgtatatg 


tattttgaca 


tgctttaatt 


ggcccaatta 


tcttagttgg 


ataagcatgg 


1800 


ctcttgcaaa 


gaatctccat 


aattttcatg 


atttctcaat 


aaaaaagggg 


ggggggtaga 


1860 


tcatagtgca 


tttttcatct 


gagtcaggga 


ttttctttag 


tcacatgtat 


aaacatgctt 


1920 
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gatgtaaggg 


aattctgtgg 


cataaaattg 


tcatgcagcc 


catgggtgtt 


gacaagtctt 


1980 


cattaggtcc 


agcctgtgga 


tgaaagtaat 


gagttccaga 


gcactttaat 


ctaagtaaat 


2040 


gtagtcttaa 


ttagaataag 


tatgaatcaa 


ttacctttca 


aaatcaatat 


aacaactcaa 


2100 


gaaggttttt 


ttttgtttgt 


ttaactttct 


aatttcagaa 


aaatgtaaag 


gtttcaaact 


2160 


aatagattat 


tgactttctg 


tttaaattat 


tttacatcat 


tcaaataaat 


ttgcaaaaac 


2220 


caaatacttt 


ttagtatatg 


tgctgccgaa 


gcgagcacaa 


aaaccaaata 


ctttttctgt 


2280 


tatgttttaa 


aaatgatatc 


tatctattaa 


atgcattcga 


tgtatttcta 


tctcagcaca 


2340 


ctaccctttg 


cctttccaag 


tctttcaaga 


cctctttccc 


tttagggtcc 


tcctttccac 


2400 


ttgatgtgca 


cttgggtcca 


attaaagatg 


tccttatgtg 


tgtgtatata 


gcaatctatg 


2460 


tgagcatggg 


cagtcttcca 


agcaagttac 


tacatctctg 


aagaaagcca 


acccaactca 


2520 


ccttccccta 


ataaccctcc 


cctgggccct 


catgtgcatc 


tctctgctcc 


gggctagact 


2580 


gtggactgac 


ttgatgatgt 


gccggtctca 


gagctgtaga 


tgtcatgagg 


tcctgagtgt 


2640 


aacacttgtg 


gaagacgctg 


cttgacagca 


gtcctcccca 


ttccctagct 


cttacagtca 


2700 


gtgcaccacc 


tcttcagtca 


tccttgagtg 


tgagagggag 


gcagtgtgac 


aaagatagcg 


2760 


actttggggc 


ttgaaacttc 


accatcattt 


attccctaaa 


ctttgactag 


ctgtgggtct 


2820 


ctatattaat 


gtctgtccac 


tataaaagga 


acttctctaa 


tgaggagtga 


aggctgcacc 


2880 


aagccaccaa 


gaatctgtat 


tgacatgagt 


ttaatagaaa 


aagagaatta 


aagttaactt 


2940 


taattgtagc 


ttaacctttt 


atgtataatt 


ttaatctgaa 


actgaacatc 


caatttaaag 


3000 


tggtccattg 


gaaaagatag 


ttgataaatt 


atttcaataa 


tatacattat 


ttattaagca 


3060 


cgtgactatg 


aagttcacaa 


ccatgctgct 


ctgtgataga 


agctaaagac 


aaaaaatatt 


3120 


tttatgggag 


aaaatatcac 


tgtttagtct 


tggctaacct 


ggaattccct 


ataggccaat 


3180 


ctgtctttgg 


actcatagag 


cctctgctgt 


ccaagtgctg 


taatcaaggg 


catgtgccat 


3240 


catacctggg 


aaaaacagtc 


ctgcatatag 


tcttgtatat 


acagtttgca 


ttgaataaaa 


3300 


acagagtggg 


caattaattg 


aaagcaccac 


ctttactagc 


tgcagcaaca 


ttttctgtca 


3360 


aagaaaagca 


tctcaaccaa 


acccctgtgt 


ctggagcttg 


ttcggacaat 


atagggagag 


3420 


ggaattggct 


tgtgttggga 


tttcttttgt 


actgctgtgt 


tactttgcaa 


ttgtaaaaaa 


3480 


aaagaaatga 


cataaaggtg 


gtgttttata 


tttgaatatt 


catataggta 


aatggaattt 


3540 


ggtttatctt 


ttattttgtt 


attttaagtt 


gcctattagt 


tttgtaaata 


gatcttattg 


3600 


ttagaggtgg 


tggtatttct 


catgccatgg 


catgcacatg 


gaagtcagag 


gacttgccaa 


3660 


tactctcctc 


ctgccaggat 


ctccttctgt 


gtgattagag 


atggaattca 


tcttttcggt 


3720 


cttggtctga 


gcacctgaac 


tcactaaggc 


atcacctaag 


cccagttata 


cttagtactt 


3780 


tggcttagtt 


tctctgatat 


actttgtttt 


tcagcttctc 
Page 


catgggtgga 
12 


taatagtaga 


3840 
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actccaaaca 


agattgatct 


atatgatgta 


cgcagaagac 


catggtatga 


tgttttgact 


3900 


acctctaaag 


atgcgatcaa 


taaatggggg 


ttctatcatt 


tgttaataca 


ttgaggggaa 


3960 


acttcccctt 


agtgggatgg 


gtactctctt 


atatagaatg 


ctgtgatact 


ttcaaaatac 


4020 


aaatacaatt 


aatgacaaat 


gaaaatgatg 


tgtttgagaa 


ggaaatctct 


gtgaatactg 


4080 


ataaaatgat 


tttcagactc 


aattcaaatg 


gattgctgta 


agtcttctgt 


ccagttttag 


4140 


ctttcagtct 


cctttagctg 


gcagggcttt 


tcttcaaaga 


gcaactactt 


tgcttgggga 


4200 


aaagccctca 


catagagatg 


gcatggagtc 


acagacagct 


tgcctctggc 


agtgaactaa 


4260 


tgggaactgg 


ccctaagcta 


acagtgctgc 


ctagatactt 


ccataaagtt 


taggttttat 


4320 


tatttctccc 


caaagtaatt 


ttatttgttt 


gacactatta 


acgtaattca 


tcatcctaat 


4380 


tcaaaacaca 


agaaaatatg 


aacaatatat 


gtttgaactc 


tctgggagac 


aactatgaaa 


4440 


cttcatgtat 


ttttattatt 


gattggattt 


tgagtgtata 


aaagttatac 


ttaaattgta 


4500 


aatatactat 


ttttaatgag 


ttcacatata 


caacatggta 


ccttatactc 


tgttcttttc 


4560 


atattaattt 


ttgagtatgt 


agtaatgaaa 


aggaatactt 


aaaatccctt 


taataaaggc 


4620 


tatctgttca 


cttatttaag 


aaagtcctta 


ttgtgtttgt 


gcattgcttc 


caacttctgg 


4680 


tattttcaca 


caaattctgt 


gcagcatagt 


ggtggttgaa 


agaacattta 


gttatggctt 


4740 


tcaagtgtcc 


tgttgagtat 


tcaataggta 


tttgcatgaa 


cacaacctta 


agtaatagtt 


4800 


accaatgtat 


tagtgacttt 


taagtgtcct 


tctgaatagc 


caatagcaat 


atacatgaac 


4860 


aaaaccttga 


atactattaa 


taatatttct 


ctagtctatt 


atttaatgaa 


agcaaatact 


4920 


atgttataac 


atagttgtac 


ttaggaaacg 


gtcattttat 


gggaactgta 


ggagcgaggt 


4980 


gtcactcatc 


tgaagcagac 


actttgctaa 


tcttttcatc 


tgccactgag 


cagcacacca 


5040 


ggacaatgtg 


ttaagatgct 


agacatgagc 


tgggttgtct 


tgcatgggca 


aacagtggag 


5100 


ctttgcctat 


tggtctgaat 


acagagcatg 


gagtgggttg 


caggcaaggc 


gctggagtgc 


5160 


tcattctaca 


aataatccca 


agtagtagca 


gctgtgctcc 


gaaatgctga 


gaatgaattg 


5220 


gcttgctttc 


tgtctgttgc 


tgggtcactt 


gagtcagatg 


cagcccttcc 


cactgtggaa 


5280 


ggcagatgct 


taatcccttc 


aatttgtttt 


gttcccctcc 


agtctctggc 


taagcaatat 


5340 


gtgtcttctc 


tttgttcctt 


ttctttcttt 


ttcttttctt 


ttaaattact 


ttgctgctat 


5400 


caaatttagc 


tctctacaag 


cacttaactt 


cctgcctaaa 


tctcccgaag 


tgtgtatttc 


5460 


aaatacagag 


aatcagagat 


gtggttagag 


tttggaattt 


acatttaaac 


tgtttctctg 


5520 


gtgattcttg 


gatgccataa 


atcttttaga 


gtttctgctt 


catatttctg 


gtaatagtaa 


5580 


tatccattac 


ctggtttcag 


tttttaactt 


acctgttata 


tttcctttta 


atttgcttta 


5640 


tcttaaggct 


ttttgactac 


ttatctctct 


gtgtttattt 


attttttgta 


tttaaaaatg 


5700 








Page 
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tcataatttg 


ttgttcacta 


caactgaaat 


gtcagcaatc 


agaatttagg 


ggccgggcat 


5760 


tgtggcatac 


gtctttaatc 


ccagcacttg 


ggaggcagag 


gcaggcgaat 


ttctgagttc 


5820 


aaggccagcc 


tggtctacag 


agtgagttcc 


aggacagcca 


gggttataca 


gagaaaccct 


5880 


gtctcgaaaa 


aacataaata 


aataaataaa 


taaataatcg 


gaatttagga 


ttgttccttc 


5940 


ttcagaagta 


aataatcgtt 


tggaaagtaa 


ttttagtcac 


tgcttacatt 


aaatttcatc 


6000 


tttatttttt 


tcataaatcc 


ctagaaacta 


tgcattcaaa 


agccataatg 


tattaatatc 


6060 


tctaatggga 


tcttaaatac 


tcttttcaaa 


aaaacatttc 


agagtatgtt 


taaaagagca 


6120 


ttgtttacta 


tggtgtaata 


gaatgggact 


ttgttttaat 


catatcatat 


ttcagaaatg 


6180 


tataaatatg 


aacacagcaa 


atgtcaatgt 


tatacataga 


ggaaaaggca 


atgttttgct 


6240 


ggttctgttt 


caggtacatc 


cagggagctg 


catcccccaa 


ggacatgctc 


attctggtga 


6300 


acgtgtgagt 


agtgcatgag 


acatttgtag 


gtaataatag 


gttgttggga 


attagaagtg 


6360 


tatgaaagtt 


gggataacaa 


agaatcaata 


taatggttgt 


atatctagaa 


aaacaagcca 


6420 


aacttcgata 


ttaacaattg 


attgttgact 


tggctcaatc 


agtaaagtgc 


ttgttgcaca 


6480 


agaggaaggt 


ctgagtgcat 


agctctggct 


tttacacgaa 


aacaattata 


taataaggga 


6540 


gcagtggttg 


tgcctgtaat 


gccaattgtg 


aatagtagga 


gagaagaagt 


gccccagggc 


6600 


tcactgatta 


gacagtctaa 


gggatcagtc 


tgttctggga 


ttactgtgag 


accccagtat 


6660 


taaagaatat 


ggtagagagc 


cacagaagat 


acctggcatt 


gacccctgac 


atccacacac 


6720 


atacactcac 


ccacccattc 


cacaccccac 


atttatgcaa 


atgggcacac 


gaagacaata 


6780 


acaaaaccag 


aaagatcatt 


ctattgaaaa 


tgtaaataat 


gtatctgtat 


caaactggga 


6840 


aattatacta 


ttctaaaagc 


taatgagatc 


acttttgttc 


tttatgatcg 


tgtttgataa 


6900 


atgacaggtg 


aatgacacac 


ggacccattt 


gtctgtttgt 


aggagtggaa 


gtgtgagcgg 


6960 


attgactctg 


aaactcatcc 


gaacatctgt 


ctccgagatg 


ttagaaaccc 


tctctgatga 


7020 


tgatttcgtg 


aatgtagctt 


cagtgagtat 


ggatggctgc 


tccttctgga 


atcccgcctg 


7080 


cctgtctccc 


tacatcatta 


catactgggt 


tgtgttttcc 


ttcgatgggc 


tgaggcattg 


7140 


tcagagtgct 


ataagctgtc 


ttactgatct 


agcctgtatt 


gtcctttctg 


agatgcttag 


7200 


cattaccacc 


actgaagtaa 


tgaatactga 


atgaaaagca 


ttccgtccct 


tccctcaaag 


7260 


gagcccacat 


gggtactgtg 


agcccttcca 


cacacaggca 


cctttgggac 


atcttatgaa 


7320 


gtagcatgat 


tgaactgtta 


attgcttgta 


gctggttata 


ctcatttgtg 


ggctggacag 


7380 


ctgaccttat 


tgcactgagt 


ttttcctaac 


agaagaaagt 


aaaggggaaa 


gtgaataagc 


7440 


tgggaattat 


cttagacctt 


ttcctagcta 


ggaagtactg 


gccttgcggc 


aaatgggcca 


7500 


agatgtgcca 


tgtctcatct 


tgatctatgt 


aatttaggga 


cccaatttca 


tggccatttt 


7560 


ctagtgcagg 


aaatttcata 


tgtgaagtgg 


ttcatttatg 
Page 


gagatgtggc 
14 


tgaaggagca 


7620 
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gtagattttg 


gtggtgttga 


tttttattga 


acaaaggaga 


atagatctgc 


ttctaaaaat 


7680 


cactgggtag 


ggtgaagtta 


aagtctacaa 


ctgattgtct 


cactttcctg 


gaattggggg 


7740 


aaacagaaat 


ctccataatc 


ctaattcttc 


taatgatgat 


ggaatggtga 


tgctaagatg 


7800 


gagaggattt 


atctctaaaa 


tgaaatcact 


aagatagtcc 


tgaatgctgg 


tatggataaa 


7860 


gagtatagaa 


cccactatgg 


ataatgtaag 


acttcctgga 


tagtgtgtca 


cgatgtataa 


7920 


ttctcaagga 


gaataatttt 


aaaatattct 


atagttcaaa 


taaattcaga 


tggaaccttg 


7980 


tcaaactctt 


gttgagacat 


tatggcaaga 


tgaccacttc 


aattaagata 


taggaaagag 


8040 


cttcatttgt 


atataaatgt 


atcattttaa 


aaaaaaaact 


ttggaatagc 


ttaaaatgtt 


8100 


atccttggca 


gaatgagagt 


ggctcaaata 


tatttagttc 


agatttgtca 


tatataataa 


8160 


aaattattta 


agacaagaaa 


ataattaata 


ctattaatgt 


tttctttggc 


ttctttcaaa 


8220 


aactgaacgt 


cagtctgagt 


tgaagtagct 


cctttggaaa 


tcacagggaa 


tagaactggt 


8280 


tcaacagtga 


gaggtgaagt 


gtgcaaaggg 


agaatctaat 


tggatattct 


tcatttaatt 


8340 


taaggaaacc 


aagtttgttg 


agaaattcta 


gaaacctcca 


ggaatagtct 


tttttttaga 


8400 


gttgctaagc 


tacaaaccct 


aaagacccag 


tgtgttaggt 


accagcctcc 


cttatgtgta 


8460 


gatgaacaga 


atatggccac 


gagcaggtat 


tctgaactgg 


gaaaattatg 


gattctgaat 


8520 


y L ty dady L. L 


yd. LL.cty Ly Ld 


LdLLL Lay LL. 


dd.LyddLL.dy 


LLdLddddd L 


igacaxta lc 


otron 
oDoU 


acataataat 


aataataata 


ataataataa 


taataataat 


aataaacaat 


aaacaactgt 


8640 


gatgatgatg 


atgatacaca 


gaacatttta 


taagagggtg 


gtgagcttaa 


agttagtgtc 


8700 


tgaggggaat 


ccatgcagct 


gttctataga 


caagtaagtg 


gcacaaagag 


gtaataatga 


8760 


aaactggtac 


agactgactt 


caacctggat 


c 






8791 


<£.XX)> D 

<211> 72 
<212> DNA 
<213> Mus 


musculus 












<400> 6 
gcttctccat 


gggtggataa 


tagtagaact 


ccaaacaaga 


ttgatctata 


tgatgtacgc 


60 


agaagaccat 


gg 










72 


<210> 7 
<211> 46 
<212> DNA 
<213> Artificial 












<220> 

<223> Synthetic oligonucleotide 










<400> 7 
caaaacatca 


taccatggtg 


ctctgcgtac 


atcatataga 
Page 


tcaatc 
15 




46 
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<210> 8 

<211> 221 

<212> DNA 

<213> Artificial 



<220> 

<223> Synthetic oligonucleotide 



<400> 8 
ggtggtgttt 


tatatttgaa tattcatata 


ggtaaatgga 


atttggttta 


tcttttattt 


60 


tgttatttta agttgcctat tagttttgta 


aatagatctt 


attgttagag 


gtggtggtat 


120 


ttctcatgcc atggcatgca 


catggaagtc 


agaggacttg 


ccaatactct 


cctcctgcca 


180 


ggatctcctt 


ctgtgtgatt 


agagatggaa 


ttcatctttt 


c 




221 


<210> 9 
<211> 180 
<212> DNA 
<213> Artificial 












<220> 

<223> Synthetic oligonucleotide 










<400> 9 

ggtcttggtc tgagcacctg 


aactcactaa 


ggcatcacct 


aagcccagtt 


atacttagta 


60 


ctttggctta gtttctctga tatactttgt 


ttttcagctt 


ctccatgggt 


ggataatagt 


120 


agaactccaa acaagattga tctatatgat 


gtacgcagag 


caccatggta 


tgatgttttg 


180 


<210> 10 
<211> 2101 
<212> DNA 

<213> Saccharomyces cerevisiae 










<400> 10 
ggccatagcg 


gccggatcct 


cgaggcgcgc 


catttaaatc 


gttggcagaa 


catatccatc 


60 


gcgtccgcca 


tctccagcag 


ccgcacgcgg 


cgcatccccc 


cccccctttc 


aattcaattc 


120 


atcatttttt 


ttttattctt 


ttttttgatt 


tcggtttctt 


tgaaattttt 


ttgattcggt 


180 


aatctccgaa 


cagaaggaag 


aacgaaggaa 


ggagcacaga 


cttagattgg 


tatatatacg 


240 


catatgtagt 


gttgaagaaa 


catgaaattg 


cccagtattc 


ttaacccaac 


tgcacagaac 


300 


aaaaacctgc 


aggaaacgaa 


gataaatcat 


gtcgaaagct 


acatataagg 


aacgtgctgc 


360 


tactcatcct 


agtcctgttg 


ctgccaagct 


atttaatatc 


atgcacgaaa 


agcaaacaaa 


420 


cttgtgtgct 


tcattggatg 


ttcgtaccac 


caaggaatta 


ctggagttag 


ttgaagcatt 


480 


aggtcccaaa 


atttgtttac 


taaaaacaca 


tgtggatatc 


ttgactgatt 


tttccatgga 


540 


gggcacagtt 


aagccgctaa 


aggcattatc 


cgccaagtac 


aattttttac 


tcttcgaaga 


600 


cagaaaattt 


gctgacattg 


gtaatacagt 


caaattgcag 
Page 


tactctgcgg 
16 


gtgtatacag 


660 
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aatagcagaa 


tgggcagaca 


ttacgaatgc 


acacggtgtg 


gtgggcccag 


gtattgttag 


720 


cggtttgaag 


caggcggcag 


aagaagtaac 


aaaggaacct 


agaggccttt 


tgatgttagc 


780 


agaattgtca 


tgcaagggct 


ccctatctac 


tggagaatat 


actaagggta 


ctgttgacat 


840 


tgcgaagagc 


gacaaagatt 


ttgttatcgg 


ctttattgct 


caaagagaca 


tgggtggaag 


900 


agatgaaggt 


tacgattggt 


tgattatgac 


acccggtgtg 


ggtttagatg 


acaagggaga 


960 


cgcattgggt 


caacagtata 


gaaccgtgga 


tgatgtggtc 


tctacaggat 


ctgacattat 


1020 


tattgttgga 


agaggactat 


ttgcaaaggg 


aagggatgct 


aaggtagagg 


gtgaacgtta 


1080 


cagaaaagca 


ggctgggaag 


catatttgag 


aagatgcggc 


cagcaaaact 


aaaaaactgt 


1140 


attataagta 


aatgcatgta 


tactaaactc 


acaaattaga 


gcttcaattt 


aattatatca 


1200 


gttattactc 


gggcgtaatg 


atactaaatc 


ggaaccctaa 


agggagcccc 


cgatttagag 


1260 


cttgacgggg 


aaagccgggc 


tgcagtgaga 


cgttgatcgg 


cacgtaagag 


gttccaactt 


1320 


tcaccataat 


gaaataagat 


cactaccggg 


cgtatttttt 


gagttatcga gattttcagg 


1380 


agctaaggaa 


gctaaaatgg 


agaaaaaaat 


cactggatat 


accaccgttg 


atatatccca 


1440 


atggcatcgt 


aaagaacatt 


ttgaggcatt 


tcagtcagtt 


gctcaatgta 


cctataacca 


1500 


gaccgttcag 


ctggatatta 


cggccttttt 


aaagaccgta 


aagaaaaata agcacaagtt 


1560 


ttatccggcc 


tttattcaca 


ttcttgcccg 


cctgatgaat 


gctcatccgg aattccgtat 


1620 


ggcaatgaaa 


gacggtgagc 


tggtgatatg 


ggatagtgtt 


cacccttgtt acaccgtttt 


1680 


ccatgagcaa 


actgaaacgt 


tttcatcgct 


ctggagtgaa 


taccacgacg atttccggca 


1740 


gtttctacac 


atatattcgc 


aagatgtggc 


gtgttacggt 


gaaaacctgg 


cctatttccc 


1800 


taaagggttt 


attgagaata 


tgtttttcgt 


ctcagccaat 


ccctgggtga gtttcaccag 


1860 


ttttgattta 


aacgtggcca 


atatggacaa 


cttcttcgcc 


cccgttttca 


ccatgggcaa 


1920 


atattatacg 


caaggcgaca 


aggtgctgat 


gccgctggcg 


attcaggttc 


atcatgccgt 


1980 


ctgtgatggc 


ttccatgtcg 


gcagaatgct 


taatgaatta 


caacagtact 


gcgatgagtg 


2040 


gcagggcggg 


gcgtaatttt 


tttaaggcag 


ttatttaaat 


ggcgcgccgg 


ccagcgaggc 


2100 



c 2101 

<210> 11 

<211> 20 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic oligonucleotide 

<400> 11 

gcagcgcatc gccttctatc 20 



Page 17 
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<210> 12 
<211> 22 
<212> DNA 
<213> Artificial 

<220> 

<223> Synthetic oligonucleotide 
<400> 12 

ctctttgaag aaaagccctg cc 22 



<210> 13 

<211> 24 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic oligonucleotide 

<400> 13 

ctaatgccag gtggttttta atcc 24 

<210> 14 

<211> 21 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic oligonucleotide 

<400> 14 

ctgatctgca ttattggtgg g 21 

<210> 15 

<211> 22 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic oligonucleotide 

<400> 15 

cattttgtag gtgtgttgac tc 22 

<210> 16 

<211> 25 

<212> DNA 

<213> Artificial 

<220> 

<223> Synthetic oligonucleotide 

<400> 16 

ctcaacaatg actcataatt gattg 25 



<210> 17 
<211> 24 



Page 18 
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<212> PRT 

<213> Mus musculus 

<400> 17 

Ala Ser Pro Trp Val Asp Asn ser Arg Thr Pro Asn Lys lie Asp Leu 
1 5 10 15 

Tyr Asp val Arg Arg Ala Pro Trp 
20 



<210> 18 

<211> 41 

<212> PRT 

<213> Mus musculus 

<400> 18 

Ala Ser pro Trp val Asp Asn ser Arg Thr Pro Asn Lys lie Asp Leu 
15 10 15 

Tyr Asp val Arg Arg Ala Pro Trp Tyr lie Gin Gly Ala Ala Ser Pro 
20 25 30 

Lys Asp Met Leu lie Leu Val Asn val 
35 40 



<210> 19 

<211> 74 

<212> PRT 

<213> Mus musculus 

<400> 19 

Ala Ser Pro Trp Val Asp Asn Ser Arg Thr Pro Asn Lys lie Asp Leu 
15 10 15 

Tyr Asp Val Arg Arg Ala Pro Trp Tyr lie Gin Gly Ala Ala Ser Pro 
20 25 30 

Lys Asp Met Leu lie Leu val Asn val ser Gly Ser val Ser Gly Leu 
35 40 45 

Thr Leu Lys Leu lie Arg Thr Ser val ser Glu Met Leu Glu Thr Leu 
50 55 60 

Ser Asp Asp Asp Phe Val Asn val Ala Ser 
65 70 



<210> 20 

<211> 72 

<212> DNA 

<213> Mus musculus 

Page 19 
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<400> 20 

gcttctccat gggtggataa 


tagtagaact 


ccaaacaaga 


ttgatctata 


tgatgtacgc 


60 


agagcaccat gg 










72 


<210> 21 

<211> 2492 

<212> DNA 

<213> Mus musculus 












<400> 21 

gcttctccat gggtggataa 


tagtagaact 


ccaaacaaga 


ttgatctata 


tgatgtacgc 


60 


agagcaccat ggtatgatgt 


tttgactacc 


tctaaagatg 


cgatcaataa 


atgggggttc 


120 


tatcatttgt taatacattg 


aggggaaact 


tccccttagt 


gggatgggta 


ctctcttata 


180 


tagaatgctg tgatactttc 


aaaatacaaa 


tacaattaat 


gacaaatgaa 


aatgatgtgt 


240 


ttgagaagga aatctctgtg 


aatactgata 


aaatgatttt 


cagactcaat 


tcaaatggat 


300 


tgctgtaagt cttctgtcca 


gttttagctt 


tcagtctcct 


ttagctggca 


gggcttttct 


360 


tcaaagagca actactttgc 


ttggggaaaa 


gccctcacat 


agagatggca 


tggagtcaca 


420 


gacagcttgc ctctggcagt 


gaactaatgg 


gaactggccc 


taagctaaca 


gtgctgccta 


480 


gatacttcca taaagtttag 


gttttattat 


ttctccccaa 


agtaatttta 


tttgtttgac 


540 


actattaacg taattcatca 


tcctaattca 


aaacacaaga 


aaatatgaac 


aatatatgtt 


600 


tgaactctct gggagacaac 


tatgaaactt 


catgtatttt 


tattattgat 


tggattttga 


660 


gtgtataaaa gttatactta 


aattgtaaat 


atactatttt 


taatgagttc 


acatatacaa 


720 


catggtacct tatactctgt 


tcttttcata 


ttaatttttg 


agtatgtagt 


aatgaaaagg 


780 


aatacttaaa atccctttaa 


taaaggctat 


ctgttcactt 


atttaagaaa 


gtccttattg 


840 


tgtttgtgca ttgcttccaa 


cttctggtat 


tttcacacaa 


attctgtgca 


gcatagtggt 


900 


ggttgaaaga acatttagtt 


atggctttca 


agtgtcctgt 


tgagtattca 


ataggtattt 


960 


gcatgaacac aaccttaagt 


aatagttacc 


aatgtattag 


tgacttttaa 


gtgtccttct 


1020 


gaatagccaa tagcaatata 


catgaacaaa 


accttgaata 


ctattaataa 


tatttctcta 


1080 


gtctattatt taatgaaagc 


aaatactatg 


ttataacata 


gttgtactta 


ggaaacggtc 


1140 


attttatggg aactgtagga 


gcgaggtgtc 


actcatctga 


agcagacact 


ttgctaatct 


1200 


tttcatctgc cactgagcag 


cacaccagga 


caatgtgtta 


agatgctaga 


catgagctgg 


1260 


gttgtcttgc atgggcaaac 


agtggagctt 


tgcctattgg 


tctgaataca 


gagcatggag 


1320 


tgggttgcag gcaaggcgct 


ggagtgctca 


ttctacaaat 


aatcccaagt 


agtagcagct 


1380 


gtgctccgaa atgctgagaa 


tgaattggct 


tgctttctgt 


ctgttgctgg 


gtcacttgag 


1440 


tcagatgcag cccttcccac 


tgtggaaggc 


agatgcttaa 
Page 


tcccttcaat 
20 


ttgttttgtt 


1500 



cccctccagt 


ctctggctaa 


18327 US Sequence Listing as filed 
gcaatatgtg tcttctcttt gttccttttc tttctttttc 


1560 


ttttctttta 


aattactttg 


ctgctatcaa 


atttagctct ctacaagcac ttaacttcct 


1620 


gcctaaatct 


cccgaagtgt 


gtatttcaaa 


tacagagaat cagagatgtg gttagagttt 


1680 


ggaatttaca 


tttaaactgt 


ttctctggtg 


attcttggat gccataaatc ttttagagtt 


1740 


tctgcttcat 


atttctggta 


atagtaatat 


ccattacctg gtttcagttt ttaacttacc 


1800 


tgttatattt 


ccttttaatt 


tgctttatct 


taaggctttt tgactactta tctctctgtg 


1860 


tttatttatt 


ttttgtattt 


aaaaatgtca 


taatttgttg ttcactacaa ctgaaatgtc 


1920 


agcaatcaga 


atttaggggc 


cgggcattgt 


ggcatacgtc tttaatccca gcacttggga 


1980 


ggcagaggca 


ggcgaatttc 


tgagttcaag 


gccagcctgg tctacagagt gagttccagg 


2040 


acagccaggg 


ttatacagag 


aaaccctgtc 


tcgaaaaaac ataaataaat aaataaataa 


2100 


ataatcggaa 


tttaggattg 


ttccttcttc 


agaagtaaat aatcgtttgg aaagtaattt 


2160 


tagtcactgc 


ttacattaaa 


tttcatcttt 


atttttttca taaatcccta gaaactatgc 


2220 


attcaaaagc 


cataatgtat 


taatatctct 


aatgggatct taaatactct tttcaaaaaa 


2280 


acatttcaaa 


atatatttaa 


aagagcattg 


tttactatgg tgtaatagaa tgggactttg 


2340 


ttttaatcat 


atcatatttc 


agaaatgtat 


aaatatgaac acagcaaatg tcaatgttat 


2400 


acatagagga 


aaaggcaatg 


ttttgctggt 


tctgtttcag gtacatccag ggagctgcat 


2460 


cccccaagga 


catgctcatt 


^ Lyy Lyctctey 




2492 


<210> 22 
<211> 123 
<212> DNA 
<213> Mus 


musculus 








<400> 22 
gcttctccat 


gggtggataa 


tagtagaact 


ccaaacaaga ttgatctata tgatgtacgc 


60 


agagcaccat 


ggtacatcca 


gggagctgca 


tcccccaagg acatgctcat tctggtgaac 


120 


gtg 








123 


<210> 23 

<211> 3529 

<212> DNA 

<213> Mus musculus 








<400> 23 
gcttctccat 


gggtggataa 


tagtagaact 


ccaaacaaga ttgatctata tgatgtacgc 


60 


agagcaccat 


ggtatgatgt 


tttgactacc 


tctaaagatg cgatcaataa atgggggttc 


120 


tatcatttgt 


taatacattg 


aggggaaact 


tccccttagt gggatgggta ctctcttata 


180 


tagaatgctg tgatactttc 


aaaatacaaa 


tacaattaat gacaaatgaa aatgatgtgt 


240 


ttgagaagga aatctctgtg 


aatactgata 


aaatgatttt cagactcaat tcaaatggat 
Page 21 


300 



18327 US Sequence Listing as filed 



tgctgtaagt 


cttctgtcca 


gttttagctt 


tcagtctcct 


ttagctggca 


gggcttttct 


360 


tcaaagagca 


actactttgc 


ttggggaaaa 


gccctcacat 


agagatggca 


tggagtcaca 


420 


gacagcttgc 


ctctggcagt 


gaactaatgg 


gaactggccc 


taagctaaca 


gtgctgccta 


480 


gatacttcca 


taaagtttag 


gttttattat 


ttctccccaa 


agtaatttta 


tttgtttgac 


540 


actattaacg 


taattcatca 


tcctaattca 


aaacacaaga 


aaatatgaac 


aatatatgtt 


600 


tgaactctct 


gggagacaac 


tatgaaactt 


catgtatttt 


tattattgat 


tggattttga 


660 


gtgtataaaa 


gttatactta 


aattgtaaat 


atactatttt 


taatgagttc 


acatatacaa 


720 


catggtacct 


tatactctgt 


tcttttcata 


ttaatttttg 


agtatgtagt 


aatgaaaagg 


780 


aatacttaaa 


atccctttaa 


taaaggctat 


ctgttcactt 


atttaagaaa 


gtccttattg 


840 


tgtttgtgca 


ttgcttccaa 


cttctggtat 


tttcacacaa 


attctgtgca 


gcatagtggt 


900 


ggttgaaaga 


acatttagtt 


atggctttca 


agtgtcctgt 


tgagtattca 


ataggtattt 


960 


gcatgaacac 


aaccttaagt 


aatagttacc 


aatgtattag 


tgacttttaa 


gtgtccttct 


1020 


gaatagccaa 


tagcaatata 


catgaacaaa 


accttgaata 


ctattaataa 


tatttctcta 


1080 


gtctattatt 


taatgaaagc 


aaatactatg 


ttataacata 


gttgtactta 


ggaaacggtc 


1140 


attttatggg 


aactgtagga 


gcgaggtgtc 


actcatctga 


agcagacact 


ttgctaatct 


1200 


tttcatctgc 


cactgagcag 


cacaccagga 


caatgtgtta 


agatgctaga 


catgagctgg 


1260 


gttgtcttgc 


atgggcaaac 


agtggagctt 


tgcctattgg 


tctgaataca 


gagcatggag 


1320 


tgggttgcag 


gcaaggcgct 


ggagtgctca 


ttctacaaat 


aatcccaagt 


agtagcagct 


1380 


gtgctccgaa 


atgctgagaa 


tgaattggct 


tgctttctgt 


ctgttgctgg 


gtcacttgag 


1440 


tcagatgcag 


cccttcccac 


tgtggaaggc 


agatgcttaa 


tcccttcaat 


ttgttttgtt 


1500 


cccctccagt 


ctctggctaa 


gcaatatgtg 


tcttctcttt 


gttccttttc 


tttctttttc 


1560 


ttttctttta 


aattactttg 


ctgctatcaa 


atttagctct 


ctacaagcac 


ttaacttcct 


1620 


gcctaaatct 


cccgaagtgt 


gtatttcaaa 


tacagagaat 


cagagatgtg 


gttagagttt 


1680 


ggaatttaca 


tttaaactgt 


ttctctggtg 


attcttggat 


gccataaatc 


ttttagagtt 


1740 


tctgcttcat 


atttctggta 


atagtaatat 


ccattacctg 


gtttcagttt 


ttaacttacc 


1800 


tgttatattt 


ccttttaatt 


tgctttatct 


taaggctttt 


tgactactta 


tctctctgtg 


1860 


tttatttatt 


ttttgtattt 


aaaaatgtca 


taatttgttg 


ttcactacaa 


ctgaaatgtc 


1920 


agcaatcaga 


atttaggggc 


cgggcattgt 


ggcatacgtc 


tttaatccca 


gcacttggga 


1980 


ggcagaggca 


ggcgaatttc 


tgagttcaag 


gccagcctgg 


tctacagagt 


gagttccagg 


2040 


acagccaggg 


ttatacagag 


aaaccctgtc 


tcgaaaaaac 


ataaataaat 


aaataaataa 


2100 


ataatcggaa 


tttaggattg 


ttccttcttc 


agaagtaaat 


aatcgtttgg 


aaagtaattt 


2160 
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tagtcactgc 


ttacattaaa 


tttcatcttt 


atttttttca 


taaatcccta gaaactatgc 


2220 


attcaaaagc 


cataatgtat 


taatatctct 


aatgggatct 


taaatactct tttcaaaaaa 


2280 


acatttcaga 


gtatgtttaa 


aagagcattg 


tttactatgg 


tgtaatagaa tgggactttg 


2340 


ttttaatcat 


atcatatttc 


agaaatgtat 


aaatatgaac 


acagcaaatg tcaatgttat 


2400 


acatagagga 


aaaggcaatg 


ttttgctggt 


tctgtttcag 


gtacatccag ggagctgcat 


2460 


cccccaagga 


catgctcatt 


ctggtgaacg 


tgtgagtagt 


gcatgagaca tttgtaggta 


2520 


ataataggtt 


gttgggaatt 


agaagtgtat 


gaaagttggg 


ataacaaaga atcaatataa 


2580 


tggttaggtt 


gttgggaatt 


agaagtgtat 


gaaagttggg 


ataacaaaga atcaatataa 


2640 


tggttgtata 


tctagaaaaa 


caagccaaac 


ttcgatatta 


acaattgatt gttgacttgg 


2700 


ctcatgtata 


tctagaaaaa 


caagccaaac 


ttcgatatta 


acaattgatt gttgacttgg 


2760 


ctcaatcagt 


aaagtgcttg 


ttgcacaaga 


ggaaggtctg 


agtgcatagc tctggctttt 


2820 


acacatcagt 


aaagtgcttg 


ttgcacaaga 


ggaaggtctg 


agtgcatagc tctggctttt 


2880 


acacgaaaac 


aattatataa 


taagggagca 


gtggttgtgc 


ctgtaatgcc aattgtgaat 


2940 


agtagaaaac 


aattatataa 


taagggagca 


gtggttgtgc 


ctgtaatgcc aattgtgaat 


3000 


agtaggagag 


aagaagtgcc 


ccagggctca 


ctgattagac 


agtctaaggg atcagtctgt 


3060 


tctgggagag 


aagaagtgcc 


ccagggctca 


ctgattagac 


agtctaaggg atcagtctgt 


3120 


tctgggatta 


ctgtgagacc 


ccagtattaa 


agaatatggt 


agagagccac agaagatacc 


3180 


tggcattgac 


ccctgacatc 


cacacacata 


cactcaccca 


cccattccac accccacatt 


3240 


tatgcaaatg 


ggcacacgaa 


gacaataaca 


aaaccagaaa 


gatcattcta ttgaaaatgt 


3300 


aaataatgta 


tctgtatcaa 


actgggaaat 


tatactattc 


taaaagctaa tgagatcact 


3360 


tttgttcttt 


atgatcgtgt 


ttgataaatg 


acaggtgaat 


gacacacgga cccatttgtc 


3420 


tgtttgtagg 


agtggaagtg 


tgagcggatt 


gactctgaaa 


ctcatccgaa catctgtctc 


3480 


cgagatgtta 


gaaaccctct 


ctgatgatga 


tttcgtgaat 


gtagcttca 


3529 


<210> 24 
<211> 222 
<212> DNA 
<213> Mus 


musculus 


• 








<400> 24 
gcttctccat 


gggtggataa 


tagtagaact 


ccaaacaaga 


ttgatctata tgatgtacgc 


60 


agagcaccat 


ggtacatcca 


gggagctgca 


tcccccaagg 


acatgctcat tctggtgaac 


120 


gtgagtggaa 


gtgtgagcgg 


attgactctg 


aaactcatcc 


gaacatctgt ctccgagatg 


180 


ttagaaaccc 


tctctgatga 


tgatttcgtg 


aatgtagctt 


ca 


222 



<210> 25 
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<211> 1103 

<212> PRT 

<213> Mus musculus 

<400> 25 

Met Ala Ala Gly Cys Leu Leu Ala Leu Thr Leu Thr Leu Phe Gin Ser 
15 10 15 

Gly Leu lie Gly Pro Ser Ser Glu Glu Pro Phe Pro Ser Pro Val Thr 
20 25 30 

lie Lys ser Trp val Asp Lys Met Gin Glu Asp Leu val Thr Leu Ala 
35 40 45 

Lys Thr Ala Ser Gly Val Thr Gin Leu Ala Asp lie Tyr Glu Lys Tyr 
50 55 60 

Gin Asp Leu Tyr Thr Val Glu Pro Asn Asn Ala Arg Gin Leu val Glu 
65 70 75 80 

lie Ala Ala Arg Asp lie Glu Lys Leu Leu Ser Asn Arg Ser Lys Ala 
85 90 95 

Leu val Arg Leu Ala Met Glu Ala Glu Lys val Gin Ala Ala His Gin 
100 105 110 

Trp Arg Glu Asp Phe Ala Ser Asn Glu Val Val Tyr Tyr Asn Ala Lys 
115 120 125 

Asp Asp Leu Asp Pro Glu Arg Asn Glu Ser Glu Pro Gly Ser Gin Arg 
130 135 140 

lie Lys Pro val Phe lie Glu Asp Ala Asn Phe Gly Arg Gin lie Ser 
145 150 155 160 

Tyr Gin His Ala Ala Val His lie Pro Thr Asp lie Tyr Glu Gly Ser 
165 170 175 

Thr lie val Leu Asn Glu Leu Asn Trp Thr Ser Ala Leu Asp Glu val 
180 185 190 

Phe Lys Arg Asn Arg Asp Glu Asp Pro Thr Leu Leu Trp Gin val Phe 
195 200 205 

Gly Ser Ala Thr Gly Leu Ala Arg Tyr Tyr Pro Ala Ser Pro Trp val 
210 215 220 

Asp Asn Ser Arg Thr Pro Asn Lys lie Asp Leu Tyr Asp val Arg Arg 
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225 230 235 240 

Arg Pro Trp Tyr lie Gin Gly Ala Ala Ser Pro Lys Asp Met Leu lie 
245 250 255 

Leu val Asp val Ser Gly ser Val Ser Gly Leu Thr Leu Lys Leu lie 
260 265 270 

Arg Thr Ser val Ser Glu Met Leu Glu Thr Leu Ser Asp Asp Asp Phe 
275 280 285 

Val Asn val Ala Ser Phe Asn Ser Asn Ala Gin Asp Val Ser Cys Phe 
290 295 300 

Gin His Leu val Gin Ala Asn Val Arg Asn Lys Lys Val Leu Lys Asp 
305 310 315 320 

Ala Val Asn Asn lie Thr Ala Lys Gly lie Thr Asp Tyr Lys Lys Gly 
325 330 335 

Phe Ser Phe Ala Phe Glu Gin Leu Leu Asn Tyr Asn val Ser Arg Ala 
340 345 350 



Asn Cys Asn Lys He lie Met Leu Phe Thr Asp Gly Gly Glu Glu Arg 
355 360 365 

Ala Gin Glu lie Phe Ala Lys Tyr Asn Lys Asp Lys Lys Val Arg Val 
370 375 380 

Phe Thr Phe Ser val Gly Gin His Asn Tyr Asp Arg Gly Pro lie Gin 
385 390 395 400 

Trp Met Ala Cys Glu Asn Lys Gly Tyr Tyr Tyr Glu He Pro Ser lie 
405 410 415 

Gly Ala lie Arg lie Asn Thr Gin Glu Tyr Leu Asp val Leu Gly Arg 
420 425 430 

Pro Met val Leu Ala Gly Asp Lys Ala Lys Gin Val Gin Trp Thr Asn 
435 440 445 

Val Tyr Leu Asp Ala Leu Glu Leu Gly Leu Val lie Thr Gly Thr Leu 
450 455 460 

Pro val Phe Asn val Thr Gly Gin Ser Glu Asn Lys Thr Asn Leu Lys 
465 470 475 480 
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Asn Gin Leu lie Leu Gly Val Met Gly val Asp val Ser Leu Glu Asp 
485 490 495 

lie Lys Arg Leu Thr Pro Arg Phe Thr Leu Cys Pro Asn Gly Tyr Tyr 
500 505 510 

Phe Ala lie Asp Pro Asn Gly Tyr Val Leu Leu His Pro Asn Leu Gin 
515 520 525 

Pro Lys Pro lie Gly val Gly lie Pro Thr lie Asn Leu Arg Lys Arg 
530 535 540 

Arg Pro Asn val Gin Asn Pro Lys Ser Gin Glu Pro val Thr Leu Asp 
545 550 555 560 

Phe Leu Asp Ala Glu Leu Glu Asn Glu lie Lys val Glu lie Arg Asn 
565 570 575 

Lys Met lie Asp Gly Glu Ser Gly Glu Lys Thr Phe Arg Thr Leu Val 
580 585 590 

Lys Ser Gin Asp Glu Arg Tyr lie Asp Lys Gly Asn Arg Thr Tyr Thr 
595 600 605 

Trp Thr Pro val Asn Gly Thr Asp Tyr Ser Leu Ala Leu val Leu Pro 
610 615 620 

Thr Tyr Ser Phe Tyr Tyr lie Lys Ala Lys Leu Glu Glu Thr lie Thr 
625 630 635 640 

Gin Ala Arg Tyr Ser Glu Thr Leu Lys Pro Asp Asn Phe Glu Glu Ser 
645 650 655 

Gly Tyr Thr Phe lie Ala Pro Arg Glu Tyr Cys Asn Asp Leu Lys Pro 
660 665 670 

Ser Asp Asn Asn Thr Glu Phe Leu Leu Asn Phe Asn Glu Phe lie Asp 
675 680 685 

Arg Lys Thr Pro Asn Asn Pro Ser Cys Asn Thr Asp Leu lie Asn Arg 
690 695 700 

lie Leu Leu Asp Ala Gly Phe Thr Asn Glu Leu val Gin Asn Tyr Trp 
705 710 715 720 

Ser Lys Gin Lys Asn lie Lys Gly val Lys Ala Arg Phe Val Val Thr 
725 730 735 
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Asp Gly Gly lie Thr Arg Val Tyr Pro Lys Glu Ala Gly Glu Asn Trp 
740 745 750 ' 

Gin Glu Asn Pro Glu Thr Tyr Glu Asp Ser Phe Tyr Lys Arg Ser Leu 
755 760 765 

Asp Asn Asp Asn Tyr Val Phe Thr Ala Pro Tyr Phe Asn Lys Ser Gly 
770 775 780 

Pro Gly Ala Tyr Glu Ser Gly lie Met val Ser Lys Ala Val Glu Leu 
785 790 795 800 

Tyr lie Gin Gly Lys Leu Leu Lys Pro Ala val Val Gly lie Lys lie 
805 810 815 

Asp val Asn Ser Trp lie Glu Asn Phe Thr Lys Thr Ser lie Arg Asp 
820 825 830 

Pro Cys Ala Gly Pro val Cys Asp Cys Lys Arg Asn Ser Asp val Met 
835 840 845 

Asp Cys Val lie Leu Asp Asp Gly Gly Phe Leu Leu Met Ala Asn His 
850 855 860 



Asp Asp Tyr Thr Asn Gin lie Gly Arg Phe Phe Gly Glu lie Asp Pro 
865 870 875 880 

Ser Met Met Arg His Leu Val Asn lie Ser Leu Tyr Ala Phe Asn Lys 
885 890 895 

Ser Tyr Asp Tyr Gin Ser Val Cys Asp Pro Gly Ala Ala Pro Lys Gin 
900 905 910 

Gly Ala Gly His Arg Ser Ala Tyr Val Pro Ser lie Ala Asp lie Leu 
915 ~ 920 925 

Gin lie Gly Trp Trp Ala Thr Ala Ala Ala Trp Ser lie Leu Gin Gin 
930 935 940 

Leu Leu Leu Ser Leu Thr Phe Pro Arg Leu Leu Glu Ala Val Glu Met 
945 950 955 960 

Glu Glu Asp Asp Phe Thr Ala Ser Leu Ser Lys Gin Ser Cys lie Thr 
965 970 975 

Glu Gin Thr Gin Tyr Phe Phe Lys Asn Asp Thr Lys Ser Phe Ser Gly 
980 985 990 
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Leu Leu Asp Cys Gly Asn Cys Ser Arg lie Phe His Val Glu Lys Leu 
995 1000 1005 

Met Asn Thr Asn Leu Val Phe lie Met Val Glu Ser Lys Gly Thr 
1010 1015 1020 

Cys Pro Cys Asp Thr Arg Leu Leu Met Gin Ala Glu Gin Thr Ser 
1025 1030 1035 

Asp Gly Pro Asp Pro Cys Asp Met Val Lys Gin Pro Arg Tyr Arg 
1040 1045 1050 

Lys Gly Pro Asp Val Cys Phe Asp Asn Asn Val Leu Glu Asp Tyr 
1055 1060 1065 

Thr Asp Cys Gly Gly val Ser Gly Leu Asn Pro ser Leu Trp ser 
1070 1075 1080 

lie Phe Gly Leu Gin Phe lie Leu Leu Trp Leu val ser Gly ser 
1085 1090 1095 



Arg His Tyr Leu Leu 
1100 



<210> 26 

<211> 1091 

<212> PRT 

<213> Mus musculus 

<400> 26 

Met Ala Ala Gly Cys Leu Leu Ala Leu Thr Leu Thr Leu Phe Gin Ser 
15 10 15 

Gly Leu He Gly Pro Ser Ser Glu Glu Pro Phe Pro Ser Pro Val Thr 
20 25 30 

lie Lys Ser Trp Val Asp Lys Met Gin Glu Asp Leu Val Thr Leu Ala 
35 40 45 

Lys Thr Ala Ser Gly val Thr Gin Leu Ala Asp lie Tyr Glu Lys Tyr 
50 55 60 

Gin Asp Leu Tyr Thr val Glu Pro Asn Asn Ala Arg Gin Leu val Glu 
65 70 75 80 

lie Ala Ala Arg Asp lie Glu Lys Leu Leu Ser Asn Arg Ser Lys Ala 
85 90 95 
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Leu val Arg Leu Ala Met Glu Ala Glu Lys val Gin Ala Ala His Gin 
100 105 110 

Trp Arg Glu Asp Phe Ala Ser Asn Glu val val Tyr Tyr Asn Ala Lys 
115 120 125 

Asp Asp Leu Asp Pro Glu Arg Asn Glu Ser Glu Pro Gly Ser Gin Arg 
130 135 140 



lie Lys Pro Val Phe lie Glu Asp Ala Asn Phe Gly Arg Gin lie Ser 

145 150 155 160 

Tyr Gin His Ala Ala val His lie Pro Thr Asp lie Tyr Glu Gly Ser 

165 170 175 

Thr lie val Leu Asn Glu Leu Asn Trp Thr Ser Ala Leu Asp Glu Val 

180 185 190 



Phe Lys Arg Asn Arg Asp Glu Asp Pro Thr Leu Leu Trp Gin Val Phe 
195 200 205 



Gly Ser Ala Thr Gly Leu Ala Arg Tyr Tyr Pro Ala Ser Pro Trp Val 
210 215 220 



Asp Asn Ser Arg Thr Pro Asn Lys lie Asp Leu Tyr Asp Val Arg Arg 
225 230 235 240 

Arg Pro Trp Tyr lie Gin Gly Ala Ala Ser Pro Lys Asp Met Leu lie 
245 250 255 

Leu Val Asp Val Ser Gly Ser val Ser Gly Leu Thr Leu Lys Leu lie 
260 265 270 

Arg Thr Ser val Ser Glu Met Leu Glu Thr Leu ser Asp Asp Asp Phe 
275 280 285 

val Asn Val Ala Ser Phe Asn Ser Asn Ala Gin Asp val Ser Cys Phe 
290 295 300 

Gin His Leu Val Gin Ala Asn Val Arg Asn Lys Lys Val Leu Lys Asp 
305 310 315 320 

Ala Val Asn Asn lie Thr Ala Lys Gly lie Thr Asp Tyr Lys Lys Gly 
325 330 335 

Phe Ser Phe Ala Phe Glu Gin Leu Leu Asn Tyr Asn Val Ser Arg Ala 
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340 345 350 

Asn cys Asn Lys lie lie Met Leu Phe Thr Asp Gly Gly Glu Glu Arg 
355 360 365 

Ala Gin Glu lie Phe Ala Lys Tyr Asn Lys Asp Lys Lys val Arg Val 
370 375 380 

Phe Thr Phe Ser Val Gly Gin His Asn Tyr Asp Arg Gly Pro lie Gin 
385 390 395 400 

Trp Met Ala Cys Glu Asn Lys Gly Tyr Tyr Tyr Glu lie Pro Ser lie 
405 410 415 

Gly Ala lie Arg lie Asn Thr Gin Glu Tyr Leu Asp val Leu Gly Arg 
420 425 430 

Pro Met val Leu Ala Gly Asp Lys Ala Lys Gin Val Gin Trp Thr Asn 
435 440 445 



val Tyr Leu Asp Ala Leu Glu Leu Gly Leu val lie Thr Gly Thr Leu 
450 455 460 



Pro Val Phe Asn val Thr Gly Gin Ser Glu Asn Lys Thr Asn Leu Lys 
465 470 475 480 

Asn Gin Leu lie Leu Gly Val Met Gly Val Asp Val Ser Leu Glu Asp 
485 490 495 

lie Lys Arg Leu Thr Pro Arg Phe Thr Leu Cys Pro Asn Gly Tyr Tyr 
500 " 505 510 

Phe Ala lie Asp Pro Asn Gly Tyr Val Leu Leu His Pro Asn Leu Gin 
515 520 525 

Pro Lys Asn Pro Lys Ser Gin Glu Pro val Thr Leu Asp Phe Leu Asp 
530 535 540 

Ala Glu Leu Glu Asn Glu lie Lys Val Glu lie Arg Asn Lys Met lie 
545 550 555 560 

Asp Gly Glu Ser Gly Glu Lys Thr Phe Arg Thr Leu Val Lys Ser Gin 
565 570 575 

Asp Glu Arg Tyr lie Asp Lys Gly Asn Arg Thr Tyr Thr Trp Thr Pro 
580 585 590 
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Val Asn Gly Thr Asp Tyr Ser Leu Ala Leu Val Leu Pro Thr Tyr Ser 
595 600 605 

Phe Tyr Tyr lie Lys Ala Lys Leu Glu Glu Thr lie Thr Gin Ala Arg 
610 615 620 

Ser Lys Lys Gly Lys Met Lys Asp Ser Glu Thr Leu Lys Pro Asp Asn 
625 630 635 640 

Phe Glu Glu Ser Gly Tyr Thr Phe lie Ala Pro Arg Glu Tyr Cys Asn 
645 650 655 

Asp Leu Lys Pro Ser Asp Asn Asn Thr Glu Phe Leu Leu Asn Phe Asn 
660 665 670 

Glu Phe lie Asp Arg Lys Thr Pro Asn Asn Pro Ser Cys Asn Thr Asp 
675 680 685 

Leu lie Asn Arg lie Leu Leu Asp Ala Gly Phe Thr Asn Glu Leu val 
690 695 700 

Gin Asn Tyr Trp Ser Lys Gin Lys Asn lie Lys Gly val Lys Ala Arg 
705 710 715 720 

Phe val val Thr Asp Gly Gly lie Thr Arg Val Tyr Pro Lys Glu Ala 
725 730 735 

Gly Glu Asn Trp Gin Glu Asn Pro Glu Thr Tyr Glu Asp Ser Phe Tyr 
740 745 750 

Lys Arg Ser Leu Asp Asn Asp Asn Tyr val Phe Thr Ala Pro Tyr Phe 
755 760 765 

Asn Lys Ser Gly Pro Gly Ala Tyr Glu Ser Gly lie Met Val Ser Lys 
770 775 780 

Ala Val Glu Leu Tyr lie Gin Gly Lys Leu Leu Lys Pro Ala Val Val 
785 790 795 800 

Gly lie Lys lie Asp Val Asn Ser Trp lie Glu Asn Phe Thr Lys Thr 
805 810 815 

Ser lie Arg Asp Pro Cys Ala Gly Pro val Cys Asp Cys Lys Arg Asn 
820 825 830 

Ser Asp val Met Asp Cys val lie Leu Asp Asp Gly Gly Phe Leu Leu 
835 840 845 
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Met Ala Asn His Asp Asp Tyr Thr Asn Gin lie Gly Arg Phe Phe Gly 
850 855 860 

Glu lie Asp Pro Ser Met Met Arg His Leu val Asn lie Ser Leu Tyr 
865 870 875 880 

Ala Phe Asn Lys Ser Tyr Asp Tyr Gin Ser Val Cys Asp Pro Gly Ala 
885 890 895 

Ala Pro Lys Gin Gly Ala Gly His Arg Ser Ala Tyr Val Pro Ser lie 
900 905 910 

Ala Asp lie Leu Gin lie Gly Trp Trp Ala Thr Ala Ala Ala Trp Ser 
915 920 925 

lie Leu Gin Gin Leu Leu Leu Ser Leu Thr Phe Pro Arg Leu Leu Glu 
930 935 940 

Ala Val Glu Met Glu Glu Asp Asp Phe Thr Ala Ser Leu Ser Lys Gin 
945 950 955 960 

Ser Cys lie Thr Glu Gin Thr Gin Tyr Phe Phe Lys Asn Asp Thr Lys 
965 970 975 

Ser Phe Ser Gly Leu Leu Asp Cys Gly Asn Cys Ser Arg lie Phe His 
980 985 990 

Val Glu Lys Leu Met Asn Thr Asn Leu Val Phe lie Met Val Glu Ser 
995 1000 1005 

Lys Gly Thr Cys Pro Cys Asp Thr Arg Leu Leu Met Gin Ala Glu 
1010 1015 1020 

Gin Thr Ser Asp Gly Pro Asp Pro Cys Asp Met Val Lys Gin Pro 
1025 1030 1035 

Arg Tyr Arg Lys Gly Pro Asp val Cys Phe Asp Asn Asn val Leu 
1040 1045 1050 

Glu Asp Tyr Thr Asp Cys Gly Gly Val Ser Gly Leu Asn Pro Ser 
1055 1060 1065 

Leu Trp Ser lie Phe Gly Leu Gin Phe lie Leu Leu Trp Leu Val 
1070 1075 1080 

Ser Gly ser Arg His Tyr Leu Leu 
1085 1090 
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<210> 27 

<211> 1086 

<212> PRT 

<213> Mus musculus 

<400> 27 

Met Ala Ala Gly Cys Leu Leu Ala Leu Thr Leu Thr Leu Phe Gin Ser 
15 10 15 

Gly Leu lie Gly Pro ser Ser Glu Glu Pro Phe Pro Ser Pro val Thr 
20 25 30 

lie Lys Ser Trp val Asp Lys Met Gin Glu Asp Leu Val Thr Leu Ala 
35 40 45 

Lys Thr Ala Ser Gly val Thr Gin Leu Ala Asp lie Tyr Glu Lys Tyr 
50 55 60 

Gin Asp Leu Tyr Thr Val Glu Pro Asn Asn Ala Arg Gin Leu val Glu 
65 70 75 ~ 80 

lie Ala Ala Arg Asp lie Glu Lys Leu Leu ser Asn Arg ser Lys Ala 
85 90 95 

Leu val Arg Leu Ala Met Glu Ala Glu Lys Val Gin Ala Ala His Gin 
100 105 110 

Trp Arg Glu Asp Phe Ala Ser Asn Glu val val Tyr Tyr Asn Ala Lys 
115 120 125 

Asp Asp Leu Asp Pro Glu Arg Asn Glu Ser Glu Pro Gly Ser Gin Arg 
130 135 140 

lie Lys Pro val Phe lie Glu Asp Ala Asn Phe Gly Arg Gin lie Ser 
145 150 155 ^ 160 

Tyr Gin His Ala Ala val His lie Pro Thr Asp lie Tyr Glu Gly Ser 
165 170 175 

Thr lie val Leu Asn Glu Leu Asn Trp Thr Ser Ala Leu Asp Glu val 
180 185 190 

Phe Lys Arg Asn Arg Asp Glu Asp Pro Thr Leu Leu Trp Gin Val Phe 
195 200 205 

Gly Ser Ala Thr Gly Leu Ala Arg Tyr Tyr Pro Ala Ser Pro Trp val 
210 215 220 
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Asp Asn Ser Arg Thr Pro Asn Lys lie Asp Leu Tyr Asp val Arg Arq 
225 230 235 240 

Arg Pro Trp Tyr lie Gin Gly Ala Ala Ser Pro Lys Asp Met Leu lie 
245 250 255 

Leu val Asp val Ser Gly Ser Val Ser Gly Leu Thr Leu Lys Leu lie 
260 265 270 

Arg Thr Ser Val Ser Glu Met Leu Glu Thr Leu Ser Asp Asp Asp Phe 
275 280 285 

Val Asn val Ala Ser Phe Asn Ser Asn Ala Gin Asp val Ser Cys Phe 
290 295 300 

Gin His Leu Val Gin Ala Asn Val Arg Asn Lys Lys val Leu Lys Asp 
305 310 ~ 315 320 

Ala val Asn Asn lie Thr Ala Lys Gly lie Thr Asp Tyr Lys Lys Gly 
325 330 335 

Phe Ser Phe Ala Phe Glu Gin Leu Leu Asn Tyr Asn Val Ser Arg Ala 
340 345 350 

Asn Cys Asn Lys lie lie Met Leu Phe Thr Asp Gly Gly Glu Glu Arq 
355 360 365 

Ala Gin Glu lie Phe Ala Lys Tyr Asn Lys Asp Lys Lys Val Arg val 
370 375 380 

Phe Thr Phe Ser val Gly Gin His Asn Tyr Asp Arg Gly Pro He Gin 
385 390 395 ~ 400 

Trp Met Ala Cys Glu Asn Lys Gly Tyr Tyr Tyr Glu lie Pro Ser lie 
405 410 415 

Gly Ala lie Arg lie Asn Thr Gin Glu Tyr Leu Asp Val Leu Gly Arg 
420 425 430 

Pro Met val Leu Ala Gly Asp Lys Ala Lys Gin val Gin Trp Thr Asn 
435 440 445 

val Tyr Leu Asp Ala Leu Glu Leu Gly Leu Val lie Thr Gly Thr Leu 
450 455 460 

Pro Val Phe Asn val Thr Gly Gin Ser Glu Asn Lys Thr Asn Leu Lys 
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465 470 475 480 

Asn Gin Leu lie Leu Gly Val Met Gly Val Asp Val Ser Leu Glu Asp 
485 490 495 

He Lys Arg Leu Thr Pro Arg Phe Thr Leu Cys Pro Asn Gly Tyr Tyr 
500 505 510 

Phe Ala lie Asp Pro Asn Gly Tyr Val Leu Leu His Pro Asn Leu Gin 
515 520 525 

Pro Lys Glu Pro Val Thr Leu Asp Phe Leu Asp Ala Glu Leu Glu Asn 
530 535 540 

Glu lie Lys Val Glu lie Arg Asn Lys Met lie Asp Gly Glu Ser Gly 
545 550 555 560 

Glu Lys Thr Phe Arg Thr Leu Val Lys Ser Gin Asp Glu Arg Tyr lie 
565 570 575 

Asp Lys Gly Asn Arg Thr Tyr Thr Trp Thr Pro Val Asn Gly Thr Asp 
580 " 585 590 

Tyr Ser Leu Ala Leu Val Leu Pro Thr Tyr Ser Phe Tyr Tyr He Lys 
595 600 605 

Ala Lys Leu Glu Glu Thr lie Thr Gin Ala Arg Ser Lys Lys Gly Lys 
610 615 620 

Met Lys Asp Ser Glu Thr Leu Lys Pro Asp Asn Phe Glu Glu Ser Gly 
625 630 635 640 

Tyr Thr Phe lie Ala Pro Arg Glu Tyr Cys Asn Asp Leu Lys Pro Ser 
645 ~ 650 655 

Asp Asn Asn Thr Glu Phe Leu Leu Asn Phe Asn Glu Phe lie Asp Arg 
660 665 670 

Lys Thr Pro Asn Asn Pro Ser Cys Asn Thr Asp Leu lie Asn Arg lie 
675 680 685 

Leu Leu Asp Ala Gly Phe Thr Asn Glu Leu Val Gin Asn Tyr Trp Ser 
690 695 700 

Lys Gin Lys Asn lie Lys Gly Val Lys Ala Arg Phe Val Val Thr Asp 
705 710 715 720 
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Gly Gly lie Thr Arg val Tyr Pro Lys Glu Ala Gly Glu Asn Trp Gin 
725 730 735 

Glu Asn Pro Glu Thr Tyr Glu Asp Ser Phe Tyr Lys Arg ser Leu Asp 
740 745 750 

Asn Asp Asn Tyr Val Phe Thr Ala Pro Tyr Phe Asn Lys Ser Gly Pro 
755 760 765 

Gly Ala Tyr Glu Ser Gly He Met Val Ser Lys Ala Val Glu Leu Tyr 
770 775 780 

lie Gin Gly Lys Leu Leu Lys Pro Ala Val val Gly lie Lys lie Asp 
785 790 795 800 

val Asn Ser Trp lie Glu Asn Phe Thr Lys Thr Ser lie Arg Asp Pro 
805 810 815 

Cys Ala Gly Pro Val Cys Asp Cys Lys Arg Asn Ser Asp val Met Asp 
820 825 830 

Cys Val lie Leu Asp Asp Gly Gly Phe Leu Leu Met Ala Asn His Asp 
835 840 845 

Asp Tyr Thr Asn Gin lie Gly Arg Phe Phe Gly Glu lie Asp Pro Ser 
850 855 860 

Met Met Arg His Leu val Asn lie ser Leu Tyr Ala Phe Asn Lys Ser 
865 870 875 880 

Tyr Asp Tyr Gin Ser val Cys Asp Pro Gly Ala Ala Pro Lys Gin Gly 
885 890 895 

Ala Gly His Arg Ser Ala Tyr val Pro Ser lie Ala Asp lie Leu Gin 
900 905 910 

lie Gly Trp Trp Ala Thr Ala Ala Ala Trp Ser lie Leu Gin Gin Leu 
915 920 925 

Leu Leu Ser Leu Thr Phe Pro Arg Leu Leu Glu Ala Val Glu Met Glu 
930 935 940 

Glu Asp Asp Phe Thr Ala Ser Leu Ser Lys Gin Ser Cys lie Thr Glu 
945 950 955 960 

Gin Thr Gin Tyr Phe Phe Lys Asn Asp Thr Lys Ser Phe Ser Gly Leu 
965 970 975 
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Leu Asp Cys Gly Asn Cys Ser Arg lie Phe His Val Glu Lys Leu Met 
980 985 990 

Asn Thr Asn Leu Val Phe lie Met Val Glu Ser Lys Gly Thr Cys Pro 
995 1000 1005 

Cys Asp Thr Arg Leu Leu Met Gin Ala Glu Gin Thr ser Asp Gly 
1010 1015 1020 

Pro Asp Pro Cys Asp Met val Lys Gin Pro Arg Tyr Arg Lys Gly 
1025 1030 1035 

Pro Asp val Cys Phe Asp Asn Asn Val Leu Glu Asp Tyr Thr Asp 
1040 1045 1050 

Cys Gly Gly Val Ser Gly Leu Asn Pro Ser Leu Trp Ser lie Phe 
1055 1060 1065 

Gly Leu Gin Phe lie Leu Leu Trp Leu Val Ser Gly Ser Arg His 
1070 1075 1080 



Tyr Leu Leu 
1085 



<210> 28 

<211> 1079 

<212> PRT 

<213> Mus musculus 

<400> 28 

Met Ala Ala Gly Cys Leu Leu Ala Leu Thr Leu Thr Leu Phe Gin Ser 
15 10 15 

Gly Leu lie Gly Pro Ser Ser Glu Glu Pro Phe Pro Ser Pro Val Thr 
20 25 30 

lie Lys Ser Trp Val Asp Lys Met Gin Glu Asp Leu val Thr Leu Ala 
35 40 45 

Lys Thr Ala Ser Gly Val Thr Gin Leu Ala Asp lie Tyr Glu Lys Tyr 
50 55 60 

Gin Asp Leu Tyr Thr val Glu Pro Asn Asn Ala Arg Gin Leu val Glu 
65 70 75 80 

lie Ala Ala Arg Asp lie Glu Lys Leu Leu Ser Asn Arg Ser Lys Ala 
85 90 95 
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Leu val Arg Leu Ala Met Glu Ala Glu Lys Val Gin Ala Ala His Gin 
100 105 110 

Trp Arg Glu Asp Phe Ala Ser Asn Glu Val Val Tyr Tyr Asn Ala Lys 
115 120 125 

Asp Asp Leu Asp Pro Glu Arg Asn Glu Ser Glu Pro Gly Ser Gin Arg 
130 135 140 

lie Lys Pro val Phe lie Glu Asp Ala Asn Phe Gly Arg Gin lie Ser 
145 150 155 160 

Tyr Gin His Ala Ala val His lie Pro Thr Asp lie Tyr Glu Gly Ser 
165 170 175 

Thr lie val Leu Asn Glu Leu Asn Trp Thr Ser Ala Leu Asp Glu Val 
180 185 190 

Phe Lys Arg Asn Arg Asp Glu Asp Pro Thr Leu Leu Trp Gin val Phe 
195 200 205 

Gly Ser Ala Thr Gly Leu Ala Arg Tyr Tyr Pro Ala Ser Pro Trp Val 
210 215 220 

Asp Asn Ser Arg Thr Pro Asn Lys lie Asp Leu Tyr Asp Val Arg Arg 
225 ^ 230 235 240 

Arg Pro Trp Tyr lie Gin Gly Ala Ala Ser Pro Lys Asp Met Leu lie 
245 250 255 

Leu val Asp val Ser Gly Ser Val Ser Gly Leu Thr Leu Lys Leu lie 
260 * 265 270 



Arg Thr Ser val Ser Glu Met Leu Glu Thr Leu Ser Asp Asp Asp Phe 
275 280 285 

val Asn val Ala Ser Phe Asn Ser Asn Ala Gin Asp Val Ser Cys Phe 
290 295 300 

Gin His Leu val Gin Ala Asn val Arg Asn Lys Lys Val Leu Lys Asp 
305 310 ~ 315 320 

Ala val Asn Asn lie Thr Ala Lys Gly lie Thr Asp Tyr Lys Lys Gly 
325 330 335 

Phe Ser Phe Ala Phe Glu Gin Leu Leu Asn Tyr Asn Val Ser Arg Ala 
340 345 350 
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Asn Cys Asn Lys lie lie Met Leu Phe Thr Asp Gly Gly Glu Glu Arg 
355 360 365 

Ala Gin Glu lie Phe Ala Lys Tyr Asn Lys Asp Lys Lys Val Arg val 
370 375 380 

Phe Thr Phe ser val Gly Gin His Asn Tyr Asp Arg Gly Pro lie Gin 
385 390 395 " 400 

Trp Met Ala Cys Glu Asn Lys Gly Tyr Tyr Tyr Glu lie Pro Ser lie 
405 410 415 

Gly Ala He Arg lie Asn Thr Gin Glu Tyr Leu Asp val Leu Gly Arg 
420 425 430 

Pro Met Val Leu Ala Gly Asp Lys Ala Lys Gin Val Gin Trp Thr Asn 
435 440 445 

val Tyr Leu Asp Ala Leu Glu Leu Gly Leu Val lie Thr Gly Thr Leu 
450 455 460 

Pro val Phe Asn val Thr Gly Gin Ser Glu Asn Lys Thr Asn Leu Lys 
465 470 475 480 

Asn Gin Leu lie Leu Gly Val Met Gly val Asp Val Ser Leu Glu Asp 
485 490 495 

lie Lys Arg Leu Thr Pro Arg Phe Thr Leu Cys Pro Asn Gly Tyr Tyr 
500 ~ 505 510 

Phe Ala lie Asp Pro Asn Gly Tyr val Leu Leu His Pro Asn Leu Gin 
515 520 525 

Pro Lys Glu Pro val Thr Leu Asp Phe Leu Asp Ala Glu Leu Glu Asn 
530 535 540 

Glu lie Lys Val Glu He Arg Asn Lys Met lie Asp Gly Glu Ser Gly 
545 550 555 560 

Glu Lys Thr Phe Arg Thr Leu val Lys Ser Gin Asp Glu Arg Tyr lie 
565 570 575 

Asp Lys Gly Asn Arg Thr Tyr Thr Trp Thr Pro val Asn Gly Thr Asp 
580 ~ 585 590 



Tyr Ser Leu Ala Leu Val Leu Pro Thr Tyr Ser Phe Tyr Tyr lie Lys 
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595 600 605 

Ala Lys Leu Glu Glu Thr lie Thr Gin Ala Arg Tyr Ser Glu Thr Leu 
610 615 620 

Lys Pro Asp Asn Phe Glu Glu Ser Gly Tyr Thr Phe lie Ala Pro Arg 
625 630 635 640 

Glu Tyr Cys Asn Asp Leu Lys Pro Ser Asp Asn Asn Thr Glu Phe Leu 
645 650 655 

Leu Asn Phe Asn Glu Phe lie Asp Arg Lys Thr Pro Asn Asn Pro Ser 
660 665 670 

Cys Asn Thr Asp Leu lie Asn Arg He Leu Leu Asp Ala Gly Phe Thr 
675 680 685 

Asn Glu Leu val Gin Asn Tyr Trp ser Lys Gin Lys Asn lie Lys Gly 
690 695 700 

Val Lys Ala Arg Phe val val Thr Asp Gly Gly lie Thr Arg val Tyr 
705 710 715 720 

Pro Lys Glu Ala Gly Glu Asn Trp Gin Glu Asn Pro Glu Thr Tyr Glu 
725 730 735 

Asp Ser Phe Tyr Lys Arg Ser Leu Asp Asn Asp Asn Tyr Val Phe Thr 
740 ^ 745 750 

Ala Pro Tyr Phe Asn Lys Ser Gly Pro Gly Ala Tyr Glu ser Gly lie 
755 760 765 

Met val ser Lys Ala Val Glu Leu Tyr lie Gin Gly Lys Leu Leu Lys 
770 775 780 

pro Ala Val val Gly lie Lys lie Asp val Asn ser Trp lie Glu Asn 
785 790 795 800 

Phe Thr Lys Thr ser lie Arg Asp Pro Cys Ala Gly Pro Val Cys Asp 
805 810 815 

Cys Lys Arg Asn ser Asp Val Met Asp Cys Val lie Leu Asp Asp Gly 
820 825 830 

Gly Phe Leu Leu Met Ala Asn His Asp Asp Tyr Thr Asn Gin lie Gly 
835 840 845 
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Arg Phe Phe Gly Glu lie Asp Pro Ser Met Met Arg His Leu val Asn 
850 855 860 

lie Ser Leu Tyr Ala Phe Asn Lys Ser Tyr Asp Tyr Gin Ser val Cys 
865 870 875 880 

Asp Pro Gly Ala Ala Pro Lys Gin Gly Ala Gly His Arg Ser Ala Tyr 
885 890 895 

val Pro Ser lie Ala Asp lie Leu Gin lie Gly Trp Trp Ala Thr Ala 
900 905 910 

Ala Ala Trp Ser lie Leu Gin Gin Leu Leu Leu Ser Leu Thr Phe Pro 
915 920 925 

Arg Leu Leu Glu Ala val Glu Met Glu Glu Asp Asp Phe Thr Ala Ser 
930 935 940 

Leu Ser Lys Gin Ser Cys lie Thr Glu Gin Thr Gin Tyr Phe Phe Lys 
945 ' 950 955 960 

Asn Asp Thr Lys Ser Phe Ser Gly Leu Leu Asp Cys Gly Asn Cys Ser 
965 970 975 

Arg lie Phe His val Glu Lys Leu Met Asn Thr Asn Leu Val Phe lie 
980 985 990 

Met val Glu Ser Lys Gly Thr Cys Pro Cys Asp Thr Arg Leu Leu Met 
995 1000 1005 

Gin Ala Glu Gin Thr Ser Asp Gly Pro Asp Pro Cys Asp Met Val 
1010 1015 1020 

Lys Gin Pro Arg Tyr Arg Lys Gly Pro Asp val cys Phe Asp Asn 
1025 1030 1035 

Asn val Leu Glu Asp Tyr Thr Asp Cys Gly Gly val Ser Gly Leu 
1040 1045 1050 

Asn Pro Ser Leu Trp Ser lie Phe Gly Leu Gin Phe lie Leu Leu 
1055 1060 1065 

Trp Leu val Ser Gly Ser Arg His Tyr Leu Leu 
1070 1075 

<210> 29 
<211> 1084 
<212> PRT 
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<213> Mus musculus 
<400> 29 

Met Ala Ala Gly Cys Leu Leu Ala Leu Thr Leu Thr Leu Phe Gin Ser 
15 10 15 

Gly Leu lie Gly Pro Ser Ser Glu Glu Pro Phe Pro Ser Pro Val Thr 
20 25 30 

lie Lys Ser Trp val Asp Lys Met Gin Glu Asp Leu Val Thr Leu Ala 
35 40 45 



Lys Thr Ala Ser Gly val Thr Gin Leu Ala Asp lie Tyr Glu Lys Tyr 
50 55 60 



Gin Asp Leu Tyr Thr Val Glu Pro Asn Asn Ala Arg Gin Leu Val Glu 
65 70 75 80 

lie Ala Ala Arg Asp lie Glu Lys Leu Leu Ser Asn Arg Ser Lys Ala 
85 90 95 

Leu val Arg Leu Ala Met Glu Ala Glu Lys Val Gin Ala Ala His Gin 
100 105 110 

Trp Arg Glu Asp Phe Ala Ser Asn Glu Val Val Tyr Tyr Asn Ala Lys 
115 120 125 



Asp Asp Leu Asp Pro Glu Arg Asn Glu Ser Glu Pro Gly Ser Gin Arg 
130 135 140 

lie Lys Pro Val Phe lie Glu Asp Ala Asn Phe Gly Arg Gin lie Ser 
145 150 155 " 160 

Tyr Gin His Ala Ala val His lie Pro Thr Asp lie Tyr Glu Gly Ser 
165 170 175 

Thr lie val Leu Asn Glu Leu Asn Trp Thr Ser Ala Leu Asp Glu val 
180 185 190 

Phe Lys Arg Asn Arg Asp Glu Asp Pro Thr Leu Leu Trp Gin Val Phe 
195 200 205 

Gly Ser Ala Thr Gly Leu Ala Arg Tyr Tyr Pro Ala Ser Pro Trp val 
210 215 220 

Asp Asn Ser Arg Thr Pro Asn Lys lie Asp Leu Tyr Asp Val Arg Arg 
225 230 235 240 
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Arg Pro Trp Tyr lie Gin Gly Ala Ala Ser Pro Lys Asp Met Leu lie 
245 250 255 

Leu val Asp val Ser Gly Ser Val Ser Gly Leu Thr Leu Lys Leu lie 
260 265 270 

Arg Thr ser Val ser Glu Met Leu Glu Thr Leu Ser Asp Asp Asp Phe 
275 280 285 

val Asn val Ala ser Phe Asn Ser Asn Ala Gin Asp val Ser cys Phe 
290 295 300 

Gin His Leu Val Gin Ala Asn Val Arg Asn Lys Lys val Leu Lys Asp 
305 310 " 315 320 

Ala Val Asn Asn lie Thr Ala Lys Gly lie Thr Asp Tyr Lys Lys Gly 
325 330 335 

Phe Ser Phe Ala Phe Glu Gin Leu Leu Asn Tyr Asn Val Ser Arg Ala 
340 345 350 

Asn Cys Asn Lys lie lie Met Leu Phe Thr Asp Gly Gly Glu Glu Arg 
355 360 365 

Ala Gin Glu lie Phe Ala Lys Tyr Asn Lys Asp Lys Lys Val Arg Val 
370 375 380 

Phe Thr Phe Ser Val Gly Gin His Asn Tyr Asp Arg Gly Pro lie Gin 
385 390 395 400 

Trp Met Ala Cys Glu Asn Lys Gly Tyr Tyr Tyr Glu lie Pro Ser He 
405 410 415 

Gly Ala lie Arg lie Asn Thr Gin Glu Tyr Leu Asp Val Leu Gly Arg 
420 425 430 

Pro Met val Leu Ala Gly Asp Lys Ala Lys Gin Val Gin Trp Thr Asn 
435 440 445 

Val Tyr Leu Asp Ala Leu Glu Leu Gly Leu Val lie Thr Gly Thr Leu 
450 455 460 

Pro val Phe Asn Val Thr Gly Gin Ser Glu Asn Lys Thr Asn Leu Lys 
465 470 475 480 

Asn Gin Leu lie Leu Gly val Met Gly val Asp val ser Leu Glu Asp 
485 490 495 
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lie Lys Arg Leu Thr Pro Arg Phe Thr Leu Cys Pro Asn Gly Tyr Tyr 
500 505 510 

Phe Ala lie Asp Pro Asn Gly Tyr Val Leu Leu His Pro Asn Leu Gin 
515 520 525 



Pro Lys Asn Pro Lys Ser Gin Glu Pro Val Thr Leu Asp Phe Leu Asp 
530 535 540 



Ala Glu Leu Glu Asn Glu lie Lys val Glu lie Arg Asn Lys Met lie 

545 550 555 560 

Asp Gly Glu Ser Gly Glu Lys Thr Phe Arg Thr Leu Val Lys Ser Gin 

565 570 575 

Asp Glu Arg Tyr lie Asp Lys Gly Asn Arg Thr Tyr Thr Trp Thr Pro 

580 585 590 



Val Asn Gly Thr Asp Tyr Ser Leu Ala Leu Val Leu Pro Thr Tyr Ser 
595 600 605 



Phe Tyr Tyr lie Lys Ala Lys Leu Glu Glu Thr lie Thr Gin Ala Arg 
610 615 620 



Tyr Ser Glu Thr Leu Lys Pro Asp Asn Phe Glu Glu Ser Gly Tyr Thr 
625 630 635 640 



Phe lie Ala Pro Arg Glu Tyr Cys Asn Asp Leu Lys Pro Ser Asp Asn 
645 650 655 



Asn Thr Glu Phe Leu Leu Asn Phe Asn Glu Phe lie Asp Arg Lys Thr 
660 665 670 



Pro Asn Asn Pro Ser Cys Asn Thr Asp Leu lie Asn Arg lie Leu Leu 
675 680 685 

Asp Ala Gly Phe Thr Asn Glu Leu val Gin Asn Tyr Trp Ser Lys Gin 
690 695 700 



Lys Asn lie Lys Gly val Lys Ala Arg Phe Val Val Thr Asp Gly Gly 
705 710 715 720 

lie Thr Arg val Tyr Pro Lys Glu Ala Gly Glu Asn Trp Gin Glu Asn 
725 730 735 

Pro Glu Thr Tyr Glu Asp Ser Phe Tyr Lys Arg Ser Leu Asp Asn Asp 

Page 44 



740 



18327 US Sequence Listi 
745 



ng as filed 
750 



Asn Tyr val Phe Thr Ala Pro Tyr Phe Asn Lys Ser Gly Pro Gly Ala 
755 760 765 



Tyr Glu ser Gly lie Met Val ser Lys Ala val Glu Leu Tyr lie Gin 
770 775 780 



Gly Lys Leu Leu Lys Pro Ala val val Gly lie Lys lie Asp val Asn 
785 790 795 800 



Ser Trp lie Glu Asn Phe Thr Lys Thr Ser lie Arg Asp Pro Cys Ala 
805 810 " 815 



Gly Pro Val Cys Asp Cys Lys Arg Asn Ser Asp Val Met Asp Cys val 
820 825 830 



lie Leu Asp Asp Gly Gly Phe Leu Leu Met Ala Asn His Asp Asp Tyr 
835 840 845 



Thr Asn Gin lie Gly Arg Phe Phe Gly Glu lie Asp Pro Ser Met Met 
850 855 860 



Arg His Leu Val Asn lie Ser Leu Tyr Ala Phe Asn Lys Ser Tyr Asp 
865 870 875 880 



Tyr Gin Ser Val Cys Asp Pro Gly Ala Ala Pro Lys Gin Gly Ala Gly 
885 890 895 



His Arg ser Ala Tyr val Pro ser lie Ala Asp lie Leu Gin lie Gly 
900 905 910 



Trp Trp Ala Thr Ala Ala Ala Trp ser lie Leu Gin Gin Leu Leu Leu 
915 920 925 



Ser Leu Thr Phe Pro Arg Leu Leu Glu Ala val Glu Met Glu Glu Asp 
930 935 940 



Asp Phe Thr Ala Ser Leu Ser Lys Gin Ser Cys He Thr Glu Gin Thr 
945 950 955 960 



Gin Tyr Phe Phe Lys Asn Asp Thr Lys Ser Phe Ser Gly Leu Leu Asp 
965 970 975 



Cys Gly Asn Cys Ser Arg lie Phe His Val Glu Lys Leu Met Asn Thr 



980 



985 



990 
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Asn Leu val Phe lie Met val Glu Ser Lys Gly Thr Cys Pro Cys Asp 
995 1000 * 1005 

Thr Arg Leu Leu Met Gin Ala Glu Gin Thr Ser Asp Gly Pro Asp 
1010 1015 1020 

Pro Cys Asp Met Val Lys Gin Pro Arg Tyr Arg Lys Gly Pro Asp 
1025 1030 1035 

val Cys Phe Asp Asn Asn Val Leu Glu Asp Tyr Thr Asp Cys Gly 
1040 1045 1050 

Gly Val Ser Gly Leu Asn Pro Ser Leu Trp Ser lie Phe Gly Leu 
1055 1060 1065 

Gin Phe lie Leu Leu Trp Leu val Ser Gly Ser Arg His Tyr Leu 
1070 1075 1080 



Leu 



<210> 30 
<211> 1091 
<212> PRT 

<213> Rattus norvegicus 
<400> 30 

Met Ala Ala Gly Cys Leu Leu Ala Leu Thr Leu Thr Leu Phe Gin Ser 
15 10 15 

Trp Leu lie Gly Pro Ser Ser Glu Glu Pro Phe Pro ser Pro val Thr 
20 25 30 

lie Lys Ser Trp Val Asp Lys Met Gin Glu Asp Leu val Thr Leu Ala 
35 40 45 

Lys Thr Ala Ser Gly val Thr Gin Leu Ala Asp lie Tyr Glu Lys Tyr 
50 55 60 

Gin Asp Leu Tyr Thr Val Glu Pro Asn Asn Ala Arg Gin Leu val Glu 
65 70 75 80 

lie Ala Ala Arg Asp lie Glu Lys Leu Leu ser Asn Arg ser Lys Ala 
85 90 95 

Leu val Arg Leu Ala Met Glu Ala Glu Lys Val Gin Ala Ala His Gin 
100 105 110 
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Trp Arg Glu Asp Phe Ala Ser Asn Glu val val Tyr Tyr Asn Ala Lys 
115 120 125 

Asp Asp Leu Asp Pro Glu Arg Asn Glu Ser Glu Ser Gly Ser Gin Arg 
130 135 140 

lie Lys Pro val Phe lie Glu Asp Ala Asn Phe Gly Arg Gin lie Ser 
145 150 155 160 

Tyr Gin His Ala Ala val His lie Pro Thr Asp lie Tyr Glu Gly Ser 
165 170 175 

Thr lie val Leu Asn Glu Leu Asn Trp Thr Ser Ala Leu Asp Glu val 
180 185 190 

Phe Lys Arg Asn Arg Asp Glu Asp Pro Thr Leu Leu Trp Gin Val Phe 
195 ^ 200 205 

Ala Ala Asp Arg Leu Ala Arg Tyr Tyr Pro Ala Ser Pro Trp Val Asp 
210 " 215 220 

Asn Ser Arg Thr Pro Asn Lys lie Asp Leu Tyr Asp val Arg Arg Arg. 
225 ~ 230 235 " 240 

Pro Trp Tyr lie Gin Gly Ala Ala Ser Pro Lys Asp Met Leu lie Leu 
245 250 255 

Val Asp Val Ser Gly Ser Val Ser Gly Leu Thr Leu Lys Leu lie Arg 
260 265 270 

Thr Ser Val Ser Glu Met Leu Glu Thr Leu Ser Asp Asp Asp Phe val 
275 280 285 

Asn val Ala Ser Phe Asn Ser Asn Ala Gin Asp Val Ser Cys Phe Gin 
290 295 300 

His Leu val Gin Ala Asn Val Arg Asn Lys Lys Val Leu Lys Asp Ala 
305 310 ~ 315 320 

Val Asn Asn lie Thr Ala Lys Gly lie Thr Asp Tyr Lys Lys Gly Phe 
325 330 335 

Thr Phe Ala Phe Glu Gin Leu Leu Asn Tyr Asn val Ser Arg Ala Asn 
340 345 350 



Cys Asn Lys lie lie Met Leu Phe Thr Asp Gly Gly Glu Glu Arg Ala 
355 360 365 
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Gin Glu lie Phe Ala Lys Tyr Asn Lys Asp Lys Lys val Arg val Phe 
370 375 380 

Thr Phe ser val Gly Gin His Asn Tyr Asp Arg Gly Pro lie Gin Trp 
385 390 395 400 

Met Ala Cys Glu Asn Lys Gly Tyr Tyr Tyr Glu lie Pro Ser lie Gly 
405 410 415 

Ala lie Arg lie Asn Thr Gin Glu Tyr Leu Asp val Leu Gly Arg Pro 
420 425 430 

Met Val Leu Ala Gly Asp Lys Ala Lys Gin val Gin Trp Thr Asn Val 
435 440 445 

Tyr Leu Asp Ala Leu Glu Leu Gly Leu Val lie Thr Gly Thr Leu Pro 
450 455 460 

Val Phe Asn val Thr Gly Gin Ser Glu Asn Lys Thr Asn Leu Lys Asn 
465 470 475 480 

Gin Leu lie Leu Gly val Met Gly Val Asp Val Ser Leu Glu Asp He 
485 490 495 

Lys Arg Leu Thr Pro Arg Phe Thr Leu Cys Pro Asn Gly Tyr Tyr Phe 
500 " 505 510 

Ala lie Asp Pro Asn Gly Tyr Val Leu Leu His Pro Asn Leu Gin Pro 
515 520 525 

Lys Asn Pro Lys Ser Gin Glu Pro Val Thr Leu Asp Phe Leu Asp Ala 
530 535 540 

Glu Leu Glu Asn Asp lie Lys Val Glu lie Arg Asn Lys Met lie Asp 
545 550 555 560 

Gly Glu Ser Gly Glu Lys Thr Phe Arg Thr Leu val Lys Ser Gin Asp 
565 570 575 

Glu Arg Tyr lie Asp Lys Gly Asn Arg Thr Tyr Thr Trp Thr Pro Val 
580 585 590 

Asn Gly Thr Asp Tyr Arg Tyr Leu Ala Leu Val Leu Pro Thr Tyr Ser 
595 600 605 

Phe Tyr Tyr lie Lys Ala Lys lie Glu Glu Thr lie Thr Gin Ala Arg 
610 615 620 
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Ser Lys Lys Gly Lys Met Lys Asp Ser Glu Thr Leu Lys Pro Asp Asn 
625 630 635 640 

Phe Glu Glu Ser Gly Tyr Thr Phe lie Ala Pro Arg Glu Tyr Cys Asn 
645 650 " 655 



Asp Leu Lys Pro Ser Asp Asn Asn Thr Glu Phe Leu Leu Asn Phe Asn 
660 665 670 

Glu Phe lie Asp Arg Lys Thr Pro Asn Asn Pro Ser Cys Asn Thr Asp 
675 680 685 

Leu lie Asn Arg lie Leu Leu Asp Ala Gly Phe Thr Asn Glu Leu Val 
690 695 700 

Gin Asn Tyr Trp Ser Lys Gin Lys Asn lie Lys Gly val Lys Ala Arg 
705 710 715 720 

Phe val val Thr Asp Gly Gly lie Thr Arg Val Tyr Pro Lys Glu Ala 
725 730 735 

Gly Glu Asn Trp Gin Glu Asn Pro Glu Thr Tyr Glu Asp ser Phe Tyr 
740 745 750 

Lys Arg Ser Leu Asp Asn Asp Asn Tyr Val Phe Thr Ala Pro Tyr Phe 
755 760 765 

Asn Lys ser Gly Pro Gly Ala Tyr Glu Ser Gly lie Met val Ser Lys 
770 775 780 



Ala val Glu Leu Tyr lie Gin Gly Lys Leu Leu Lys Pro Ala val val 
785 790 795 800 

Gly lie Lys lie Asp val Asn ser Trp lie Glu Asn Phe Thr Lys Thr 
805 810 815 

Ser He Arg Asp Pro Cys Ala Gly Pro val Cys Asp Cys Lys Arg Asn 
820 825 830 

Ser Asp Val Met Asp Cys Val lie Leu Asp Asp Gly Gly Phe Leu Leu 
835 840 845 

Met Ala Asn His Asp Asp Tyr Thr Asn Gin lie Gly Arg Phe Phe Gly 
850 855 860 

Glu He Asp Pro Arg Met Met Arg His Leu val Asn lie Ser Leu Tyr 
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865 870 875 880 

Ala Phe Asn Lys Ser Tyr Asp Tyr Gin Ser val Cys Asp Pro Gly Ala 
885 890 895 

Ala Pro Lys Gin Gly Ala Gly His Arg Ser Ala Tyr val Pro Ser lie 
900 905 910 

Thr Asp lie Leu Gin lie Gly Trp Trp Ala Thr Ala Ala Ala Trp Ser 
915 920 925 

lie Leu Gin Gin Leu Leu Leu Ser Leu Thr Phe Pro Arg Leu Leu Glu 
930 935 940 

Ala val Glu Met Glu Glu Asp Asp Phe Thr Ala Ser Leu Ser Lys Gin 
945 950 955 960 

Ser Cys lie Thr Glu Gin Thr Gin Tyr Phe Phe Lys Asn Asp Thr Lys 
965 970 975 

Ser Phe Ser Gly Leu Leu Asp Cys Gly Asn Cys Ser Arg lie Phe His 
980 985 990 

val Glu Lys Leu Met Asn Thr Asn Leu Val Phe lie Met val Glu Ser 
995 1000 1005 

Lys Gly Thr Cys Pro Cys Asp Thr Arg Leu Leu Met Gin Ala Glu 
1010 1015 1020 

Gin Thr Ser Asp Gly Pro Asp Pro Cys Asp Met val Lys Gin Pro 
1025 1030 1035 

Arg Tyr Arg Lys Gly Pro Asp val Cys Phe Asp Asn Asn val Leu 
1040 1045 1050 

Glu Asp Tyr Thr Asp Cys Gly Gly Val Ser Gly Leu Asn Pro Ser 
1055 1060 * 1065 

Leu Trp Ser lie Phe Gly Leu Gin Phe lie Leu Leu Trp Leu Val 
1070 1075 1080 

Ser Gly Ser Arg His Tyr Leu Trp 
1085 ~ 1090 

<210> 31 
<211> 1091 
<212> PRT 
<213> Sus scrofa 
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<400> 31 

Met Ala Ala Gly Cys Leu Leu Ala Leu Thr Leu Thr Leu Phe Gin Ser 
15 10 15 

Leu Leu lie Gly Pro Ser Ser Gin Glu Pro Phe Pro Ser Ala val Thr 
20 25 30 

lie Lys Ser Trp Val Asp Lys Met Gin Glu Asp Leu val Thr Leu Ala 
35 40 45 

Lys Thr Ala Ser Gly Val Asn Gin Leu val Asp lie Tyr Glu Lys Tyr 
50 55 60 

Gin Asp Leu Tyr Thr Val Glu Pro Asn Asn Ala Arg Gin Leu Val Glu 
65 70 75 80 

lie Ala Ala Arg Asp lie Glu Lys Leu Leu Ser Asn Arg ser Lys Ala 
85 90 ~ 95 

Leu val Arg Leu Ala Leu Glu Ala Glu Lys Val Gin Ala Ala His Gin 
100 105 110 

Trp Arg Glu Asp Phe Ala Ser Asn Glu Val Val Tyr Tyr Asn Ala Lys 
115 120 125 

Asp Asp Leu Asp Pro Glu Lys Asn Asp Ser Glu Pro Gly Ser Gin Arg 
130 135 140 

lie Lys Pro Val Phe He Asp Asp Ala Asn Phe Gly Arg Gin lie Ser 
145 150 155 160 

Tyr Gin His Ala Ala val His lie Pro Thr Asp lie Tyr Glu Gly Ser 
165 170 175 

Thr lie val Leu Asn Glu Leu Asn Trp Thr Ser Ala Leu Asp Glu val 
180 185 190 

Phe Lys Lys Asn Arg Glu Glu Asp Pro Ser Leu Leu Trp Gin Val Phe 
195 200 205 

Gly Ser Ala Thr Gly Leu Ala Arg Tyr Tyr Pro Ala Ser Pro Trp Val 
210 215 220 

Asp Asn Ser Arg Thr Pro Asn Lys lie Asp Leu Tyr Asp val Arg Arg 
225 230 235 240 
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Arg Pro Trp Tyr lie Gin Gly Ala Ala Ser Pro Lys Asp Met Leu lie 
245 250 255 

Leu val Asp val Ser Gly Ser Val Ser Gly Leu Thr Leu Lys Leu lie 
260 265 270 

Arg Thr Ser Val Ser Glu Met Leu Glu Thr Leu Ser Asp Asp Asp Phe 
275 280 285 

Val Asn val Ala Ser Phe Asn Ser Asn Ala Gin Asp Val Ser Cys Phe 
290 295 300 

Gin His Leu val Gin Ala Asn Val Arg Asn Lys Lys Val Leu Lys Asp 
305 310 ~ 315 320 

Ala val Asn Asn lie Thr Ala Lys Gly lie Thr Asp Tyr Lys Lys Gly 
325 330 335 

Phe Ser Phe Ala Phe Glu Gin Leu Leu Asn Tyr Asn Val Ser Arg Ala 
340 345 350 

Asn Cys Asn Lys lie lie Met Leu Phe Thr Asp Gly Gly Glu Glu Arg 
355 360 365 

Ala Gin Glu lie Phe Ala Lys Tyr Asn Lys Asp Lys Lys val Arg Val 
370 375 380 

Phe Thr Phe Ser val Gly Gin His Asn Tyr Asp Arg Gly Pro lie Gin 
385 390 395 ~ 400 

Trp Met Ala Cys Glu Asn Lys Gly Tyr Tyr Tyr Glu lie Pro Ser lie 
405 410 415 

Gly Ala lie Arg lie Asn Thr Gin Glu Tyr Leu Asp Val Leu Gly Arg 
420 425 430 

Pro Met val Leu Ala Gly Asp Lys Ala Lys Gin Val Gin Trp Thr Asn 
435 440 445 

val Tyr Leu Asp Ala Leu Glu Leu Gly Leu val lie Thr Gly Thr Leu 
450 455 460 

Pro Val Phe Asn lie Thr Gly Gin Asn Glu Asn Lys Thr Asn Leu Lys 
465 470 475 480 

Asn Gin Leu lie Leu Gly val Met Gly val Asp val Ser Leu Glu Asp 
485 490 495 
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lie Lys Arg Leu Thr Pro Arg Phe Thr Leu Cys Pro Asn Gly Tyr Tyr 
500 505 510 

Phe Ala lie Asp Pro Asn Gly Tyr Val Leu Leu His Pro Asn Leu Gin 
515 520 525 

Pro Lys Asn Pro Lys Ser Gin Glu Pro val Thr Leu Asp Phe Leu Asp 
530 535 540 

Ala Glu Leu Glu Asn Asp lie Lys Val Glu lie Arg Asn Lys Met lie 
545 550 555 " 560 

Asp Gly Glu Ser Gly Glu Lys Thr Phe Arg Thr Leu Val Lys Ser Gin 
565 570 575 

Asp Glu Arg Tyr lie Asp Lys Gly Asn Arg Thr Tyr Thr Trp Thr Pro 
580 585 590 

Val Asn Gly Thr Asp Tyr Ser Leu Ala Leu Val Leu Pro Thr Tyr Ser 
595 600 605 

Phe Tyr Tyr lie Lys Ala Lys lie Glu Glu Thr lie Thr Gin Ala Arg 
610 615 620 

Ser Lys Lys Gly Lys Met Lys Asp Ser Glu Thr Leu Lys Pro Asp Asn 
625 630 635 640 

Phe Glu Glu ser Gly Tyr Thr Phe lie Ala Pro Arg Asp Tyr Cys Asn 
645 650 655 

Asp Leu Lys lie Ser Asp Asn Asn Thr Glu Phe Leu Leu Asn Phe Asn 
660 665 670 

Glu Phe lie Asp Arg Lys Thr Pro Asn Asn Pro Ser cys Asn Thr Asp 
675 680 685 

Leu lie Asn Arg Val Leu Leu Asp Ala Gly Phe Thr Asn Glu Leu Val 
690 695 * 700 

Gin Asn Tyr Trp Ser Lys Gin Lys Asn lie Lys Gly val Lys Ala Arg 
705 710 715 720 

Phe val val Thr Asp Gly Gly lie Thr Arg val Tyr Pro Lys Glu Ala 
725 730 735 

Gly Glu Asn Trp Gin Glu Asn Pro Glu Thr Tyr Glu Asp Ser Phe Tyr 
740 745 750 
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Lys Arg Ser Leu Asp Asn Asp Asn Tyr Val Phe Thr Ala Pro Tyr Phe 
755 760 765 

Asn Lys Ser Gly Pro Gly Ala Tyr Glu Ser Gly lie Met val Ser Lys 
770 775 780 

Ala Val Glu lie Tyr lie Gin Gly Lys Leu Leu Lys Pro Ala Val Val 
785 790 * 795 800 

Gly lie Lys lie Asp Val Asn Ser Trp lie Glu Asn Phe Thr Lys Thr 
805 810 815 

Ser lie Arg Asp Pro Cys Ala Gly Pro val Cys Asp Cys Lys Arg Asn 
820 825 830 

Ser Asp val Met Asp Cys Val lie Leu Asp Asp Gly Gly Phe Leu Leu 
835 840 845 

Met Ala Asn His Asp Asp Tyr Thr Asn Gin lie Gly Arg Phe Phe Gly 
850 855 860 

Glu lie Asp Pro Ser Leu Met Arg His Leu Val Asn lie Ser Val Tyr 
865 870 875 880 

Ala Phe Asn Lys Ser Tyr Asp Tyr Gin Ser Val Cys Glu Pro Gly Ala 
885 890 895 

Ala Pro Lys Gin Gly Ala Gly His Arg Ser Ala Tyr Val Pro Ser lie 
900 905 910 

Ala Asp lie Leu His He Gly Trp Trp Ala Thr Ala Ala Ala Trp Ser 
915 920 925 

lie Leu Gin Gin Phe Leu Leu Ser Leu Thr Phe Pro Arg Leu Leu Glu 
930 935 940 

Ala Val Glu Met Glu Asp Asp Asp Phe Thr Ala ser Leu Ser Lys Gin 
945 950 955 960 

Ser Cys lie Thr Glu Gin Thr Gin Tyr Phe Phe Asp Asn Asp Ser Lys 
965 970 975 

Ser Phe Ser Gly val Leu Asp Cys Gly Asn Cys Ser Arg lie Phe His 
980 985 990 

val Glu Lys Leu Met Asn Thr Asn Leu lie Phe lie Met Val Glu Ser 
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995 1000 1005 

Lys Gly Thr Cys Pro Cys Asp Thr Arg Leu Leu lie Gin Ala Glu 
1010 1015 1020 

Gin Thr Ser Asp Gly Pro Asp Pro Cys Asp Met Val Lys Gin Pro 
1025 1030 1035 

Arg Tyr Arg Lys Gly Pro Asp val Cys Phe Asp Asn Asn Ala Leu 
1040 1045 1050 

Glu Asp Tyr Thr Asp Cys Gly Gly Val Ser Gly Leu Asn Pro Ser 
1055 1060 1065 

Leu Trp Ser lie Phe Gly lie Gin Cys Val Leu Leu Trp Leu Leu 
1070 1075 1080 

Ser Gly Ser Arg His Tyr Gin Leu 
1085 " 1090 



<210> 32 

<211> 1156 

<212> PRT 

<213> Mus musculus 

<400> 32 

Met Ala val Pro Ala Arg Thr Cys Gly Ala Ser Trp Pro Gly Pro val 
1 5 10 15 

Arg Thr Ala Arg Pro Trp Pro Gly Arg Gly Pro Arg Pro Cys Pro Asp 
20 25 30 

Pro Arg Gly Pro Ala Ser Gly Pro Ala Arg Pro Leu Leu Leu Leu Leu 
35 40 45 

Pro Pro Leu Leu Leu Leu Pro Leu Leu Thr Ala Pro Gly Ala ser Ala 
50 55 60 

Tyr Ser Phe Pro Gin Gin His Thr Met Gin His Trp Ala Arg Arg Leu 
65 70 75 80 

Glu Gin Glu lie Asp Gly Val Met Arg lie Phe Gly Gly val Gin Gin 
85 90 95 

Leu Arg Glu lie Tyr Lys Asp Asn Arg Asn Leu Phe Glu Val Gin Glu 
100 105 110 

Asn Glu Pro Gin Lys Leu Val Glu Lys val Ala Gly Asp lie Glu Ser 
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115 120 125 

Leu Leu Asp Arg Lys val Gin Ala Leu Lys Arg Leu Ala Asp Ala Ala 
130 135 140 

Glu Asn Phe Gin Lys Ala His Arg Trp Gin Asp Asn lie Lys Glu Glu 
145 150 ~ 155 160 

Asp lie Met Tyr Tyr Asp Ala Lys Ala Asp Ala Glu Leu Asp Asp Pro 
165 170 175 



Glu Ser Glu Asp Met Glu Arg Gly Ser Lys Thr Ser Ala Leu Arg Leu 
180 185 190 



Asp Phe lie Glu Asp Pro Asn Phe Lys Asn Lys Val Asn Tyr Ser Tyr 
195 200 205 



Thr Ala val Gin lie Pro Thr Asp lie Tyr Lys Gly Ser Thr val lie 
210 215 220 

Leu Asn Glu Leu Asn Trp Thr Glu Ala Leu Glu Asn Val Phe lie Glu 
225 230 235 240 

Asn Arg Arg Gin Asp Pro Thr Leu Leu Trp Gin val Phe Gly Ser Ala 
245 250 255 



Thr Gly Val Thr Arg Tyr Tyr Pro Ala Thr Pro Trp Arg Ala Pro Lys 
260 ~ 265 270 



Lys lie Asp Leu Tyr Asp Val Arg Arg Arg Pro Trp Tyr lie Gin Gly 
275 280 285 



Ala Ser Ser Pro Lys Asp Met val lie lie val Asp val Ser Gly Ser 
290 295 300 

Val Ser Gly Leu Thr Leu Lys Leu Met Lys Thr Ser Val Cys Glu Met 
305 310 315 320 

Leu Asp Thr Leu ser Asp Asp Asp Tyr Val Asn val Ala Ser Phe Asn 
325 330 335 

Glu Lys Ala Gin Pro Val Ser Cys Phe Thr His Leu Val Gin Ala Asn 
340 345 350 

val Arg Asn Lys Lys val Phe Lys Glu Ala Val Gin Gly Met Val Ala 
355 360 365 
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Lys Gly Thr Thr Gly Tyr Lys Ala Gly Phe Glu Tyr Ala Phe Asp Gin 
370 375 380 

Leu Gin Asn Ser Asn lie Thr Arg Ala Asn Cys Asn Lys Met lie Met 
385 390 395 400 

Met Phe Thr Asp Gly Gly Glu Asp Arg Val Gin Asp val Phe Glu Lys 
405 410 415 

Tyr Asn Trp Pro Asn Arg Thr val Arg Val Phe Thr Phe Ser Val Gly 
420 425 430 

Gin His Asn Tyr Asp val Thr Pro Leu Gin Trp Met Ala Cys Thr Asn 
435 440 445 

Lys Gly Tyr Tyr Phe Glu lie Pro Ser lie Gly Ala lie Arg lie Asn 
450 455 460 

Thr Gin Glu Tyr Leu Asp Val Leu Gly Arg Pro Met val Leu Ala Gly 
465 470 475 480 

Lys Asp Ala Lys Gin Val Gin Trp Thr Asn val Tyr Glu Asp Ala Leu 
485 490 495 

Gly Leu Gly Leu Val Val Thr Gly Thr Leu Pro Val Phe Asn Leu Thr 
500 505 510 

Gin Asp Gly Pro Gly Glu Lys Lys Asn Gin Leu lie Leu Gly val Met 
515 520 525 

Gly lie Asp val Ala Leu Asn Asp lie Lys Arg Leu Thr Pro Asn Tyr 
530 535 540 

Thr Leu Gly Ala Asn Gly Tyr val Phe Ala He Asp Leu Asn Gly Tyr 
545 550 555 560 

val Leu Leu His Pro Asn Leu Lys Pro Gin Thr Thr Asn Phe Arg Glu 
565 570 575 

Pro val Thr Leu Asp Phe Leu Asp Ala Glu Leu Glu Asp Glu Asn Lys 
580 585 590 

Glu Glu lie Arg Arg Ser Met lie Asp Gly Asp Lys Gly His Lys Gin 
595 600 605 

lie Arg Thr Leu Val Lys Ser Leu Asp Glu Arg Tyr lie Asp Glu Val 
610 615 620 
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lie Arg Asn Tyr Thr Trp val Pro lie Arg Ser Thr Asn Tyr ser Leu 
625 630 635 640 

Gly Leu Val Leu Pro Pro Tyr Ser Thr Tyr Tyr Leu Gin Ala Asn Leu 
645 650 655 

Arg Asp Gin lie Leu Gin val Lys Leu Pro lie Ser Lys Leu Lys Asp 
660 665 670 

Phe Glu Phe Leu Leu Pro Ser Ser Phe Glu Ser Glu Gly His Val Phe 
675 680 685 

lie Ala Pro Arg Glu Tyr Cys Lys Asp Leu Asn Ala Ser Asp Asn Ser 
690 695 700 

Thr Glu Phe Leu Lys Asp Phe lie Glu Leu Met Glu Lys val Thr Pro 
705 710 715 720 

Asp Ser Lys Gin Cys Asn Asn Phe Leu Leu His Asn Leu lie Leu Asp 
725 730 735 

Thr Gly lie Thr Gin Gin Leu val Glu Arg val Trp Arg Asp Gin Asp 
740 745 750 

Leu Asn Thr Tyr Ser Leu Leu Ala Val Phe Ala Ala Thr Asp Gly Gly 
755 760 765 

He Thr Arg Val Phe Pro Asn Lys Ala Ala Glu Asp Trp Thr Glu Asn 
770 775 780 

Pro Glu Pro Phe Asn Ala Ser Phe Tyr Arg Arg Ser Leu Asp Asn His 
785 790 795 800 

Gly Tyr lie Phe Lys Pro Pro His Gin Asp Ser Leu Leu Arg Pro Leu 
805 810 815 

Glu Leu Glu Asn Asp Thr Val Gly val Leu val Ser Thr Ala val Glu 
820 825 830 

Leu Ser Leu Gly Arg Arg Thr Leu Arg Pro Ala val Val Gly val Lys 
835 ~ 840 845 

Leu Asp Leu Glu Ala Trp Ala Glu Lys Phe Lys Val Leu Ala Ser Asn 
850 855 860 

Arg Thr His Gin Asp Gin Pro Gin Lys Cys Gly Pro Ser Ser His Cys 
865 870 875 880 
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Glu Met Asp Cys Glu Val Asn Asn Glu Asp Leu Leu Cys Val Leu lie 
885 890 895 

Asp Asp Gly Gly Phe Leu val Leu Ser Asn Gin Asn His Gin Trp Asp 
900 905 910 

Gin val Gly Arg Phe Phe Ser Glu val Asp Ala Asn Leu Met Leu Ala 
915 920 925 

Leu Tyr Asn Asn Ser Phe Tyr Thr Arg Lys Glu Ser Tyr Asp Tyr Gin 
930 935 940 

Ala Ala Cys Ala Pro Gin Pro Pro Gly Asn Leu Gly Ala Ala Pro Arg 
945 950 955 960 

Gly val Phe Val Pro Thr lie Ala Asp Phe Leu Asn Leu Ala Trp Trp 
965 970 975 

Thr Ser Ala Ala Ala Trp Ser Leu Phe Gin Gin Leu Leu Tyr Gly Leu 
980 985 990 

lie Tyr His Ser Trp Phe Gin Ala Asp Pro Ala Glu Ala Glu Gly Ser 
995 1000 1005 

Pro Glu Thr Arg Glu Ser Ser Cys val Met Lys Gin Thr Gin Tyr 
1010 ~ 1015 1020 

Tyr Phe Gly Ser val Asn Ala Ser Tyr Asn Ala lie lie Asp cys 
1025 1030 1035 

Gly Asn Cys Ser Arg Leu Phe His Ala Gin Arg Leu Thr Asn Thr 
1040 1045 1050 

Asn Leu Leu Phe Val Val Ala Glu Lys Pro Leu Cys Ser Gin Cys 
1055 1060 1065 

Glu Ala Gly Arg Leu Leu Gin Lys Glu Thr His Cys Pro Ala Asp 
1070 1075 1080 

Gly Pro Glu Gin Cys Glu Leu val Gin Arg Pro Arg Tyr Arg Arg 
1085 1090 1095 

Gly Pro His lie Cys Phe Asp Tyr Asn Ala Thr Glu Asp Thr ser 
1100 1105 1110 

Asp Cys Gly Arg Gly Ala Ser Phe Pro Pro Ser Leu Gly Val Leu 
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1115 1120 1125 



Val Ser Leu Gin Leu Leu Leu Leu Leu Gly Leu Pro Pro Arg Pro 

1130 1135 1140 

Gin Pro Gin Val His Ser Phe Ala Ala Ser Arg His Leu 

1145 1150 1155 



<210> 33 

<211> 1157 

<212> PRT 

<213> Rattus norvegicus 

<400> 33 

Met Ala val Pro Ala Arg Thr cys Gly Ala Ser Trp Pro Gly Pro val 
1 5 10 15 

Arg Thr Ala Arg Pro Trp Pro Gly Arg Gly Pro Arg Pro Cys Pro Asp 
20 25 30 

Pro Arg Gly Pro Ala Ser Gly Pro Ala Arg Pro Leu Leu Leu Leu Leu 
35 40 45 

Pro Pro Leu Leu Leu Leu Pro Leu Leu Thr Ala Pro Gly Ala Ser Ala 
50 55 60 



Tyr Ser Phe Pro Gin Gin His Thr Met Gin His Trp Ala Arg Arg Leu 
65 70 75 ~ 80 



Glu Gin Glu lie Asp Gly Val Met Arg lie Phe Gly Gly Val Gin Gin 
85 90 95 



Leu Arg Glu lie Tyr Lys Asp Asn Arg Asn Leu Phe Asp Val Gin Glu 

100 * 105 110 

Asn Glu Pro Gin Lys Leu val Glu Lys Val Ala Gly Asp lie Glu Ser 

115 120 125 

Leu Leu Asp Arg Lys Val Gin Ala Leu Lys Arg Leu Ala Asp Ala Ala 

130 135 140 

Glu Asn Phe Gin Lys Ala His Arg Trp Gin Asp Asn lie Lys Glu Glu 

145 150 155 160 



Asp He Met Tyr Tyr Asp Ala Lys Ala Asp Ala Glu Leu Asp Asp Pro 
165 170 175 

Glu Ser Glu Asp Met Glu Arg Gly Ser Lys Thr Ser Ala Leu Arg Leu 
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180 185 190 

Asp Phe lie Glu Glu Pro Asn Phe Lys Asn Lys val Asn Tyr Ser Tyr 
195 200 205 



Thr Ala val Gin lie Pro Thr Asp lie Tyr Lys Gly Ser Thr Val lie 
210 215 220 



Leu Asn Glu Leu Asn Trp Thr Glu Ala Leu Glu Asn Val Phe lie Glu 
225 230 235 240 

Asn Arg Arg Gin Asp Pro Thr Leu Leu Trp Gin val Phe Gly Ser Ala 
245 250 255 

Thr Gly Val Thr Arg Tyr Tyr Pro Ala Thr Pro Trp Arg Ala Pro Lys 
260 265 270 

Lys lie Asp Leu Tyr Asp Val Arg Arg Arg Pro Trp Tyr lie Gin Gly 
275 280 285 

Ala Ser Ser Pro Lys Asp Met Val lie lie Val Asp Val Ser Gly Ser 
290 295 300 

Val Ser Gly Leu Thr Leu Lys Leu Met Lys Thr Ser val Cys Glu Met 
305 310 315 320 

Leu Asp Thr Leu Ser Asp Asp Asp Tyr Val Asn val Ala Ser Phe Asn 
325 330 335 

Glu Lys Ala Gin Pro val Ser Cys Phe Thr His Leu Val Gin Ala Asn 
340 345 350 

Val Arg Asn Lys Lys val Phe Lys Glu Ala val Gin Gly Met val Ala 
355 360 365 

Lys Gly Thr Thr Gly Tyr Lys Ala Gly Phe Glu Tyr Ala Phe Asp Gin 
370 375 380 

Leu Gin Asn Ser Asn lie Thr Arg Ala Asn Cys Asn Lys Met lie Met 
385 390 ~ 395 ' 400 

Met Phe Thr Asp Gly Gly Glu Asp Arg val Gin Asp val Phe Glu Lys 
405 410 415 

Tyr Asn Trp Pro Asn Arg Thr val Arg Val Phe Thr Phe Ser Val Gly 
420 425 430 



Page 61 



18327 US Sequence Listing as filed 

Gin His Asn Tyr Asp Val Thr Pro Leu Gin Trp Met Ala Cys Thr Asn 

435 440 445 

Lys Gly Tyr Tyr Phe Glu lie Pro Ser lie Gly Ala He Arg lie Asn 

450 455 460 

Thr Gin Glu Tyr Leu Asp val Leu Gly Arg Pro Met val Leu Ala Gly 

465 470 * 475 480 

Lys Asp Ala Lys Gin Val Gin Trp Thr Asn Val Tyr Glu Asp Ala Leu 

485 490 495 



Gly Leu Gly Leu val Val Thr Gly Thr Leu Pro val Phe Asn Leu Thr 
500 505 510 



Gin Asp Gly Pro Gly Asp Lys Lys Asn Gin Leu lie Leu Gly val Met 
515 520 525 

Gly lie Asp Val Ala Leu Asn Asp lie Lys Arg Leu Thr Pro Asn Tyr 
530 535 540 

Thr Leu Gly Ala Asn Gly Tyr val Phe Ala lie Asp Leu Asn Gly Tyr 
545 550 555 560 

Val Leu Leu His Pro Asn Leu Lys Pro Gin lie Thr Asn Phe Arg Glu 
565 570 575 

Pro Val Thr Leu Asp Phe Leu Asp Ala Glu Leu Glu Asp Glu Asn Lys 
580 585 590 

Glu Glu lie Arg Arg Ser Met lie Asp Gly Asp Lys Gly His Lys Gin 
595 600 605 

lie Arg Thr Leu val Lys Ser Leu Asp Glu Arg Tyr lie Asp Glu Val 
610 615 620 

lie Arg Asn Tyr Thr Trp val Pro lie Arg ser Thr Asn Tyr Ser Leu 
625 630 635 640 

Gly Leu Val Leu Pro Pro Tyr Ser Thr Tyr Tyr Leu Gin Ala Asn Leu 
645 650 655 



Ser Asp Gin lie Leu Gin val Lys Leu Pro lie Ser Lys Leu Lys Asp 
660 665 670 

Phe Glu Phe Leu Leu Pro Ser ser Phe Glu Ser Glu Gly His val Phe 
675 680 685 
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lie Ala Pro Arg Glu Tyr Cys Lys Asp Leu Asn Ala Ser Asp Asn Asn 
690 ^ 695 700 



Thr Glu Phe Leu Lys Asn Phe lie Glu Leu Met Glu Lys Val Thr Pro 
705 710 715 720 

Asp Ser Lys Gin Cys Asn Asn Phe Leu Leu His Asn Leu He Leu Asp 
725 730 735 

Thr Gly lie Thr Gin Gin Leu Val Glu Arg Val Trp Arg Asp Gin Asp 
740 745 ~ 750 

Leu Asn Thr Tyr Ser Leu Leu Ala val Phe Ala Ala Thr Asp Gly Gly 
755 760 765 

lie Thr Arg val Phe Pro Asn Lys Ala Ala Glu Asp Trp Thr Glu Asn 
770 " 775 780 

Pro Glu Pro Phe Asn Ala Ser Phe Tyr Arg Arg Ser Leu Asp Asn Arg 
785 790 795 800 

Gly Tyr lie Phe Lys Pro Pro His Gin Asp Ser Leu Leu Arg Pro Leu 
805 810 815 

Glu Leu Glu Asn Asp Thr Val Gly Val Leu Val Ser Thr Ala Val Glu 
820 825 830 

Leu Ser Leu Gly Arg Arg Thr Leu Arg Pro Ala val val Gly val Lys 
835 ~ 840 845 

Leu Asp Leu Glu Ala Trp Ala Glu Lys Phe Lys val Leu Ala Ser Asn 
850 855 860 

Arg Thr His Gin Asp Gin Pro Gin Lys Gin Cys Gly Pro Ser Ser His 
865 870 875 880 

Cys Glu Met Asp Cys Glu val Asn Asn Glu Asp Leu Leu Cys val Leu 
885 890 895 

lie Asp Asp Gly Gly Phe Leu val Leu ser Asn Gin Asn His Gin Trp 
900 905 910 

Asp Gin val Gly Arg Phe Phe Ser Glu Val Asp Ala Asn Leu Met Leu 
915 920 925 

Ala Leu Tyr Asn Asn ser Phe Tyr Thr Arg Lys Glu ser Tyr Asp Tyr 
930 935 940 
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Gin Ala Ala Cys Ala Pro Gin Pro Pro Gly Asn Leu Gly Ala Ala Pro 
945 950 955 960 

Arg Gly Val Phe val Pro Thr lie Ala Asp Phe Leu Asn Leu Ala Trp 
965 970 975 

Trp Thr Ser Ala Ala Ala Trp Ser Leu Phe Gin Gin Leu Leu Tyr Gly 
980 985 990 

Leu lie Tyr His Ser Trp Phe Gin Ala Asp Pro Ala Glu Ala Glu Gly 
995 1000 1005 

Ser pro Glu Thr Arg Glu Ser Ser Cys val Met Lys Gin Thr Gin 
1010 1015 1020 

Tyr Tyr Phe Gly Ser Val Asn Ala Ser Tyr Asn Ala lie lie Asp 
1025 1030 1035 

Cys Gly Asn Cys Ser Arg Leu Phe His Ala Gin Arg Leu Thr Asn 
1040 1045 1050 

Thr Asn Leu Leu Phe Val Val Ala Glu Lys Pro Leu Cys Ser Gin 
1055 1060 1065 

Cys Glu Val Gly Arg Leu Leu Gin Lys Glu Thr His Cys Pro Ala 
1070 1075 1080 

Asp Gly Pro Glu Gin Cys Glu Leu Val Gin Arg Pro Arg Tyr Arg 
1085 1090 1095 

Thr Gly Pro His lie Cys Phe Asp Tyr Asn Ala Thr Glu Asp Thr 
1100 1105 1110 

ser Asp Cys Gly Arg Gly Ala Ser Phe Pro Pro Ser Leu Gly Val 
1115 1120 1125 

Leu val Ser Leu Gin Leu Leu Leu Leu Leu Gly Leu Pro Pro Arg 
1130 1135 1140 

Pro Gin Pro Gin lie His Ser Phe Thr Pro Ser Arg Arg Leu 
1145 1150 1155 

<210> 34 
<211> 1157 
<212> PRT 

<213> Rattus norvegicus 
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<400> 34 

Met Ala val Pro Ala Arg Thr Cys Gly Ala Ser Trp Pro Gly Pro Val 
1 5 10 15 

Arg Thr Ala Arg Pro Trp Pro Gly Arg Gly Pro Arg Pro Cys Pro Asp 
20 25 30 

Pro Arg Gly Pro Ala Ser Gly Pro Ala Arg Pro Leu Leu Leu Leu Leu 
35 40 ~ 45 

Pro Pro Leu Leu Leu Leu Pro Leu Leu Thr Ala Pro Gly Ala Ser Ala 
50 55 60 

Tyr Ser Phe Pro Gin Gin His Thr Met Gin His Trp Ala Arg Arg Leu 
65 70 75 80 

Glu Gin Glu lie Asp Gly val Met Arg lie Phe Gly Gly Val Gin Gin 
85 90 95 

Leu Arg Glu lie Tyr Lys Asp Asn Arg Asn Leu Phe Asp val Gin Glu 
100 105 110 

Asn Glu Pro Gin Lys Leu val Glu Lys Val Ala Gly Asp lie Glu Ser 
115 120 125 

Leu Leu Asp Arg Lys Val Gin Ala Leu Lys Arg Leu Ala Asp Ala Ala 
130 135 140 

Glu Asn Phe Gin Lys Ala His Arg Trp Gin Asp Asn lie Lys Glu Glu 
145 150 155 160 

Asp lie Met Tyr Tyr Asp Ala Lys Ala Asp Ala Glu Leu Asp Asp Pro 
165 170 175 

Glu Ser Glu Asp Met Glu Arg Gly Ser- Lys Thr Ser Ala Leu Arg Leu 
180 185 190 

Asp Phe lie Glu Glu Pro Asn Phe Lys Asn Lys Val Asn Tyr Ser Tyr 
195 200 205 

Thr Ala Val Gin lie Pro Thr Asp lie Tyr Lys Gly Ser Thr Val lie 
210 215 220 

Leu Asn Glu Leu Asn Trp Thr Glu Ala Leu Glu Asn Val Phe lie Glu 
225 230 235 240 

Asn Arg Arg Gin Asp Pro Thr Leu Leu Trp Gin val Phe Gly Ser Ala 
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245 250 255 

Thr Gly val Thr Arg Tyr Tyr Pro Ala Thr Pro Trp Arg Ala Pro Lys 
260 265 270 



Lys lie Asp Leu Tyr Asp Val Arg Arg Arg Pro Trp Tyr lie Gin Gly 
275 280 " 285 

Ala Ser ser Pro Lys Asp Met Val lie lie Val Asp val Ser Gly Ser 
290 295 300 

Val ser Gly Leu Thr Leu Lys Leu Met Lys Thr Ser Val Cys Glu Met 
305 310 315 320 

Leu Asp Thr Leu ser Asp Asp Asp Tyr Val Asn val Ala Ser Phe Asn 
325 330 335 

Glu Lys Ala Gin Pro Val ser Cys Phe Thr His Leu val Gin Ala Asn 
340 345 350 

val Arg Asn Lys Lys Val Phe Lys Glu Ala Val Gin Gly Met Val Ala 
355 360 365 

Lys Gly Thr Thr Gly Tyr Lys Ala Gly Phe Glu Tyr Ala Phe Asp Gin 
370 375 380 

Leu Gin Asn ser Asn lie Thr Arg Ala Asn Cys Asn Lys Met lie Met 
385 390 395 400 

Met Phe Thr Asp Gly Gly Glu Asp Arg Val Gin Asp Val Phe Glu Lys 
405 410 415 

Tyr Asn Trp Pro Asn Arg Thr val Arg val Phe Thr Phe Ser Val Gly 
420 425 430 

Gin His Asn Tyr Asp Val Thr Pro Leu Gin Trp Met Ala Cys Thr Asn 
435 440 445 

Lys Gly Tyr Tyr Phe Glu lie Pro ser He Gly Ala lie Arg lie Asn 
450 455 460 

Thr Gin Glu Tyr Leu Asp Val Leu Gly Arg Pro Met Val Leu Ala Gly 
465 470 475 480 

Lys Asp Ala Lys Gin Val Gin Trp Thr Asn val Tyr Glu Asp Ala Leu 
485 490 ' 495 
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Gly Leu Gly Leu val val Thr Gly Thr Leu Pro Val Phe Asn Leu Thr 
500 505 510 

Gin Asp Gly Pro Gly Asp Lys Lys Asn Gin Leu lie Leu Gly val Met 
515 520 525 

Gly lie Asp val Ala Leu Asn Asp lie Lys Arg Leu Thr Pro Asn Tyr 
530 535 540 

Thr Leu Gly Ala Asn Gly Tyr Val Phe Ala lie Asp Leu Asn Gly Tyr 
545 550 555 560 

val Leu Leu His Pro Asn Leu Lys Pro Gin lie Thr Asn Phe Arg Glu 
565 570 575 

Pro Val Thr Leu Asp Phe Leu Asp Ala Glu Leu Glu Asp Glu Asn Lys 
580 585 590 

Glu Glu lie Arg Arg Ser Met lie Asp Gly Asp Lys Gly His Lys Gin 
595 ~ 600 605 

lie Arg Thr Leu val Lys Ser Leu Asp Glu Arg Tyr He Asp Glu Val 
610 615 620 

lie Arg Asn Tyr Thr Trp Val Pro lie Arg Ser Thr Asn Tyr Ser Leu 
625 630 635 640 

Gly Leu val Leu Pro Pro Tyr ser Thr Tyr Tyr Leu Gin Ala Asn Leu 
645 650 655 

Ser Asp Gin lie Leu Gin Val Lys Leu Pro lie Ser Lys Leu Lys Asp 
660 665 670 

Phe Glu Phe Leu Leu Pro Ser Ser Phe Glu Ser Glu Gly His val Phe 
675 680 685 

lie Ala Pro Arg Glu Tyr Cys Lys Asp Leu Asn Ala Ser Asp Asn Asn 
690 ~ 695 700 

Thr Glu Phe Leu Lys Asn Phe He Glu Leu Met Glu Lys val Thr Pro 
705 710 715 720 

Asp Ser Lys Gin Cys Asn Asn Phe Leu Leu His Asn Leu lie Leu Asp 
725 730 735 

Thr Gly lie Thr Gin Gin Leu Val Glu Arg val Trp Arg Asp Gin Asp 
740 745 750 
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Leu Asn Thr Tyr Ser Leu Leu Ala val Phe Ala Ala Thr Asp Gly Gly 
755 760 765 

He Thr Arg Val Phe Pro Asn Lys Ala Ala Glu Asp Trp Thr Glu Asn 
770 775 780 

Pro Glu Pro Phe Asn Ala Ser Phe Tyr Arg Arg Ser Leu Asp Asn Arg 
785 790 795 800 

Gly Tyr lie Phe Lys Pro Pro His Gin Asp Ser Leu Leu Arg Pro Leu 
805 810 815 

Glu Leu Glu Asn Asp Thr Val Gly Val Leu val Ser Thr Ala val Glu 
820 825 830 

Leu Ser Leu Gly Arg Arg Thr Leu Arg Pro Ala val Val Gly Val Lys 
835 840 ~ 845 

Leu Asp Leu Glu Ala Trp Ala Glu Lys Phe Lys Val Leu Ala Ser Asn 
850 855 860 

Arg Thr His Gin Asp Gin Pro Gin Lys Gin Cys Gly Pro Ser Ser His 
865 870 875 880 

Cys Glu Met Asp cys Glu Val Asn Asn Glu Asp Leu Leu Cys Val Leu 
885 890 895 

lie Asp Asp Gly Gly Phe Leu Val Leu Ser Asn Gin Asn His Gin Trp 
900 905 910 

Asp Gin Val Gly Arg Phe Phe Ser Glu val Asp Ala Asn Leu Met Leu 
915 920 925 

Ala Leu Tyr Asn Asn Ser Phe Tyr Thr Arg Lys Glu Ser Tyr Asp Tyr 
930 935 940 

Gin Ala Ala Cys Ala Pro Gin Pro Pro Gly Asn Leu Gly Ala Ala Pro 
945 950 955 960 

Arg Gly val Phe val Pro Thr lie Ala Asp Phe Leu Asn Leu Ala Trp 
965 970 975 

Trp Thr Ser Ala Ala Ala Trp Ser Leu Phe Gin Gin Leu Leu Tyr Gly 
980 985 990 

Leu lie Tyr His Ser Trp Phe Gin Ala Asp Pro Ala Glu Ala Glu Gly 
995 1000 1005 
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ser pro Glu Thr Arg Glu Ser Ser Cys Val Met Lys Gin Thr Gin 
1010 ~ 1015 1020 

Tyr Tyr Phe Gly ser Val Asn Ala Ser Tyr Asn Ala lie He Asp 
1025 1030 1035 

Cys Gly Asn Cys Ser Arg Leu Phe His Ala Gin Arg Leu Thr Asn 
1040 1045 1050 

Thr Asn Leu Leu Phe val val Ala Glu Lys Pro Leu Cys Ser Gin 
1055 1060 1065 

Cys Glu val Gly Arg Leu Leu Gin Lys Glu Thr His Cys Pro Ala 
1070 1075 1080 

Asp Gly Pro Glu Gin Cys Glu Leu Val Gin Arg Pro Arg Tyr Arg 
1085 1090 1095 

Thr Gly Pro His lie Cys Phe Asp Tyr Asn Ala Thr Glu Asp Thr 
1100 1105 1110 

Ser Asp Cys Gly Arg Gly Ala Ser Phe Pro Pro Ser Leu Gly Val 
1115 ~ 1120 1125 

Leu val Ser Leu Gin Leu Leu Leu Leu Leu Gly Leu Pro Pro Arg 
1130 1135 1140 

Pro Gin Pro Gin lie His Ser Phe Thr Pro Ser Arg Arg Leu 
1145 1150 1155 



<210> 35 

<211> 1098 

<212> PRT 

<213> Mus musculus 

<400> 35 

Leu Leu Pro Leu Leu Thr Ala Pro Gly Ala Ser Ala Tyr Ser Phe Pro 
15 10 15 

Gin Gin His Thr Met Gin His Trp Ala Arg Arg Leu Glu Gin Glu lie 
20 25 30 

Asp Gly Val Met Arg lie Phe Gly Gly Val Gin Gin Leu Arg Glu lie 
35 40 45 

Tyr Lys Asp Asn Arg Asn Leu Phe Glu Val Gin Glu Asn Glu Pro Gin 
50 55 60 
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Lys Leu val Glu Lys Val Ala Gly Asp lie Glu Ser Leu Leu Asp Arg 
65 70 75 80 

Lys val Gin Ala Leu Lys Arg Leu Ala Asp Ala Ala Glu Asn Phe Gin 
85 90 95 

Lys Ala His Arg Trp Gin Asp Asn lie Lys Glu Glu Asp lie Met Tyr 
100 105 110 



Tyr Asp Ala Lys Ala Asp Ala Glu Leu Asp Asp Pro Glu Ser Glu Asp 
115 120 125 



Met Glu Arg Gly Ser Lys Thr Ser Ala Leu Arg Leu Asp Phe lie Glu 
130 135 140 



Asp Pro Asn Phe Lys Asn Lys Val Asn Tyr Ser Tyr Thr Ala val Gin 
145 150 155 160 

lie Pro Thr Asp lie Tyr Lys Gly Ser Thr val lie Leu Asn Glu Leu 
165 170 175 

Asn Trp Thr Glu Ala Leu Glu Asn Val Phe lie Glu Asn Arg Arg Gin 
180 185 190 

Asp Pro Thr Leu Leu Trp Gin Val Phe Gly Ser Ala Thr Gly val Thr 
195 200 205 

Arg Tyr Tyr Pro Ala Thr Pro Trp Arg Ala Pro Lys Lys lie Asp Leu 
210 215 220 

Tyr Asp val Arg Arg Arg Pro Trp Tyr lie Gin Gly Ala Ser Ser Pro 
225 ~ 230 235 240 

Lys Asp Met Val lie lie Val Asp Val Ser Gly Ser Val Ser Gly Leu 
245 250 255 

Thr Leu Lys Leu Met Lys Thr Ser val Cys Glu Met Leu Asp Thr Leu 
260 265 270 

Ser Asp Asp Asp Tyr val Asn val Ala Ser Phe Asn Glu Lys Ala Gin 
275 280 285 

Pro val ser Cys Phe Thr His Leu val Gin Ala Asn val Arg Asn Lys 
290 295 300 

Lys Val Phe Lys Glu Ala Val Gin Gly Met val Ala Lys Gly Thr Thr 
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305 310 315 320 

Gly Tyr Lys Ala Gly Phe Glu Tyr Ala Phe Asp Gin Leu Gin Asn Ser 
325 330 335 

Asn lie Thr Arg Ala Asn Cys Asn Lys Met lie Met Met Phe Thr Asp 
340 345 350 

Gly Gly Glu Asp Arg Val Gin Asp val Phe Glu Lys Tyr Asn Trp Pro 
355 360 365 



Asn Arg Thr val Arg val Phe Thr Phe Ser Val Gly Gin His Asn Tyr 
370 375 380 



Asp val Thr Pro Leu Gin Trp Met Ala Cys Thr Asn Lys Gly Tyr Tyr 
385 390 395 400 

Phe Glu lie Pro Ser lie Gly Ala lie Arg lie Asn Thr Gin Glu Tyr 
405 410 415 

Leu Asp val Leu Gly Arg Pro Met Val Leu Ala Gly Lys Asp Ala Lys 
420 " - 425 430 

Gin val Gin Trp Thr Asn Val Tyr Glu Asp Ala Leu Gly Leu Gly Leu 
435 440 445 

Val val Thr Gly Thr Leu Pro val Phe Asn Leu Thr Gin Asp Gly Pro 
450 455 460 

Gly Glu Lys Lys Asn Gin Leu lie Leu Gly Val Met Gly lie Asp val 
465 470 475 480 

Ala Leu Asn Asp lie Lys Arg Leu Thr Pro Asn Tyr Thr Leu Gly Ala 
485 490 495 

Asn Gly Tyr Val Phe Ala lie Asp Leu Asn Gly Tyr val Leu Leu His 
500 505 510 

Pro Asn Leu Lys Pro Gin Thr Thr Asn Phe Arg Glu Pro Val Thr Leu 
515 520 " 525 

Asp Phe Leu Asp Ala Glu Leu Glu Asp Glu Asn Lys Glu Glu lie Arg 
530 535 540 

Arg Ser Met lie Asp Gly Asp Lys Gly His Lys Gin lie Arg Thr Leu 
545 550 555 " 560 
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val Lys ser Leu Asp Glu Arg Tyr lie Asp Glu Val lie Arg Asn Tyr 
565 570 575 

Thr Trp Val Pro lie Arg Ser Thr Asn Tyr Ser Leu Gly Leu Val Leu 

580 585 590 

Pro Pro Tyr Ser Thr Tyr Tyr Leu Gin Ala Asn Leu Ser Asp Gin lie 
595 600 605 



Leu Gin val Lys Tyr Phe Glu Phe Leu Leu Pro Ser Ser Phe Glu Ser 
610 615 620 



Glu Gly His val Phe lie Ala Pro Arg Glu Tyr Cys Lys Asp Leu Asn 
625 630 635 640 



Ala ser Asp Asn Asn Thr Glu Phe Leu Lys Asn Phe lie Glu Leu Met 
645 650 655 



Glu Lys val Thr Pro Asp Ser Lys Gin Cys Asn Asn Phe Leu Leu His 
660 665 670 

Asn Leu lie Leu Asp Thr Gly lie Thr Gin Gin Leu Val Glu Arg Val 
675 680 685 

Trp Arg Asp Gin Asp Leu Asn Thr Tyr Ser Leu Leu Ala val Phe Ala 
690 695 700 



Ala Thr Asp Gly Gly lie Thr Arg Val Phe Pro Asn Lys Ala Ala Glu 
705 ' 710 715 720 

Asp Trp Thr Glu Asn Pro Glu Pro Phe Asn Ala Ser Phe Tyr Arg Arg 
725 730 735 

Ser Leu Asp Asn His Gly Tyr lie Phe Lys Pro Pro His Gin Asp ser 
740 745 750 

Leu Leu Arg Pro Leu Glu Leu Glu Asn Asp Thr Val Gly Val Leu val 
755 760 765 

Ser Thr Ala val Glu Leu Ser Leu Gly Arg Arg Thr Leu Arg Pro Ala 
770 775 780 

val val Gly Val Lys Leu Asp Leu Glu Ala Trp Ala Glu Lys Phe Lys 
785 790 795 800 

val Leu Ala Ser Asn Arg Thr His Gin Asp Gin Pro Gin Lys Gin Cys 
805 810 815 
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Gly Pro ser Ser His Cys Glu Met Asp Cys Glu Val Asn Asn Glu Asp 
820 825 830 

Leu Leu Cys Val Leu lie Asp Asp Gly Gly Phe Leu val Leu ser Asn 
835 840 845 

Gin Asn His Gin Trp Asp Gin val Gly Arg Phe Phe ser Glu val Asp 
850 855 860 

Ala Asn Leu Met Leu Ala Leu Tyr Asn Asn Ser Phe Tyr Thr Arg Lys 
865 870 875 880 

Glu Ser Tyr Asp Tyr Gin Ala Ala Cys Ala Pro Gin Pro Pro Gly Asn 
885 890 895 

Leu Gly Ala Ala Pro Arg Gly val Phe val Pro Thr lie Ala Asp Phe 
900 905 910 

Leu Asn Leu Ala Trp Trp Thr Ser Ala Ala Ala Trp Ser Leu Phe Gin 
915 920 925 

Gin Leu Leu Tyr Gly Leu lie Tyr His Ser Trp Phe Gin Ala Asp Pro 
930 935 940 

Ala Glu Ala Glu Gly Ser Pro Glu Thr Arg Glu Ser Ser Cys val Met 
945 950 955 960 

Lys Gin Thr Gin Tyr Tyr Phe Gly Ser val Asn Ala Ser Tyr Asn Ala 
965 970 975 

lie lie Asp Cys Gly Asn Cys Ser Arg Leu Phe His Ala Gin Arg Leu 
980 985 990 

Thr Asn Thr Asn Leu Leu Phe Val val Ala Glu Lys Pro Leu Cys Ser 
995 1000 1005 

Gin Cys Glu Ala Gly Arg Leu Leu Gin Lys Glu Thr His Cys Pro 
1010 1015 1020 

Ala Asp Gly Pro Glu Gin Cys Glu Leu Val Gin Arg Pro Arg Tyr 
1025 1030 1035 

Arg Arg Gly Pro His lie Cys Phe Asp Tyr Asn Ala Thr Glu Asp 
1040 1045 1050 

Thr Ser Asp Cys Gly Arg Gly Ala Ser Phe Pro Pro Ser Leu Gly 
1055 1060 1065 
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val Leu val Ser Leu Gin Leu Leu Leu Leu Leu Gly Leu Pro Pro 
1070 1075 1080 

Arg Pro Gin Pro Gin val His Ser Phe Ala Ala Ser Arg His Leu 
1085 1090 1095 



<210> 36 

<211> 1148 

<212> PRT 

<213> Mus musculus 

<400> 36 

Met Ala val Pro Ala Arg Thr Cys Gly Ala Ser Trp Pro Gly Pro val 
1 5 " 10 15 

Arg Thr Ala Arg Pro Trp Pro Gly Arg Gly Pro Arg Pro Cys Pro Asp 
20 25 30 



Pro Arg Gly Pro Ala Ser Gly Pro Ala Arg Pro Leu Leu Leu Leu Leu 
35 40 45 



Pro Pro Leu Leu Leu Leu Pro Leu Leu Thr Ala Pro Gly Ala Ser Ala 
50 55 60 

Tyr Ser Phe Pro Gin Gin His Thr Met Gin His Trp Ala Arg Arg Leu 
65 70 75 80 

Glu Gin Glu lie Asp Gly Val Met Arg lie Phe Gly Gly Val Gin Gin 
85 90 95 

Leu Arg Glu lie Tyr Lys Asp Asn Arg Asn Leu Phe Glu Val Gin Glu 
100 105 110 

Asn Glu Pro Gin Lys Leu val Glu Lys val Ala Gly Asp lie Glu Ser 
115 120 125 



Leu Leu Asp Arg Lys val Gin Ala Leu Lys Arg Leu Ala Asp Ala Ala 

130 135 140 

Glu Asn Phe Gin Lys Ala His Arg Trp Gin Asp Asn lie Lys Glu Glu 

145 150 ~ 155 160 

Asp lie Met Tyr Tyr Asp Ala Lys Ala Asp Ala Glu Leu Asp Asp Pro 

165 170 175 

Glu Ser Glu Asp Met Glu Arg Gly Ser Lys Thr Ser Ala Leu Arg Leu 

180 ~ 185 190 
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Asp Phe lie Glu Asp Pro Asn Phe Lys Asn Lys Val Asn Tyr Ser Tyr 
195 200 205 

Thr Ala Val Gin lie Pro Thr Asp lie Tyr Lys Gly Ser Thr val lie 
210 215 220 

Leu Asn Glu Leu Asn Trp Thr Glu Ala Leu Glu Asn val Phe lie Glu 
225 230 235 240 

Asn Arg Arg Gin Asp Pro Thr Leu Leu Trp Gin Val Phe Gly Ser Ala 
245 250 255 

Thr Gly val Thr Arg Tyr Tyr Pro Ala Thr Pro Trp Arg Ala Pro Lys 
260 ' 265 270 

Lys lie Asp Leu Tyr Asp val Arg Arg Arg Pro Trp Tyr lie Gin Gly 
275 280 285 

Ala Ser Ser Pro Lys Asp Met val lie lie Val Asp val Ser Gly Ser 
290 295 300 

val Ser Gly Leu Thr Leu Lys Leu Met Lys Thr Ser val Cys Glu Met 
305 310 315 320 

Leu Asp Thr Leu Ser Asp Asp Asp Tyr val Asn Val Ala Ser Phe Asn 
325 330 335 

Glu Lys Ala Gin Pro val Ser Cys Phe Thr His Leu Val Gin Ala Asn 
340 345 350 

Val Arg Asn Lys Lys Val Phe Lys Glu Ala Val Gin Gly Met Val Ala 
355 360 365 

Lys Gly Thr Thr Gly Tyr Lys Ala Gly Phe Glu Tyr Ala Phe Asp Gin 
370 375 380 

Leu Gin Asn Ser Asn lie Thr Arg Ala Asn Cys Asn Lys Met lie Met 
385 390 395 400 

Met Phe Thr Asp Gly Gly Glu Asp Arg val Gin Asp val Phe Glu Lys 
405 410 415 

Tyr Asn Trp Pro Asn Arg Thr Val Arg val Phe Thr Phe Ser Val Gly 
420 425 430 

Gin His Asn Tyr Asp Val Thr Pro Leu Gin Trp Met Ala Cys Thr Asn 
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435 440 445 

Lys Gly Tyr Tyr Phe Glu lie Pro Ser lie Gly Ala lie Arg lie Asn 
450 455 460 

Thr Gin Glu Tyr Leu Asp Val Leu Gly Arg Pro Met Val Leu Ala Gly 
465 470 475 480 

Lys Asp Ala Lys Gin Val Gin Trp Thr Asn val Tyr Glu Asp Ala Leu 
485 490 495 

Gly Leu Gly Leu Val Val Thr Gly Thr Leu Pro val Phe Asn Leu Thr 
500 505 510 

Gin Asp Gly Pro Gly Glu Lys Lys Asn Gin Leu lie Leu Gly Val Met 
515 520 525 

Gly lie Asp val Ala Leu Asn Asp lie Lys Arg Leu Thr Pro Asn Tyr 
530 535 540 



Thr Leu Gly Ala Asn Gly Tyr val Phe Ala lie Asp Leu Asn Gly Tyr 
545 550 555 560 

Val Leu Leu His Pro Asn Leu Lys Pro Gin Thr Thr Asn Phe Arg Glu 
565 570 575 

Pro val Thr Leu Asp Phe Leu Asp Ala Glu Leu Glu Asp Glu Asn Lys 
580 585 590 

Glu Glu lie Arg Arg Ser Met lie Asp Gly Asp Lys Gly His Lys Gin 
595 600 605 

lie Arg Thr Leu Val Lys Ser Leu Asp Glu Arg Tyr lie Asp Glu val 
610 615 620 

lie Arg Asn Tyr Thr Trp val Pro lie Arg Ser Thr Asn Tyr Ser Leu 
625 630 635 640 

Gly Leu Val Leu Pro Pro Tyr Ser Thr Tyr Tyr Leu Gin Ala Asn Leu 
645 650 655 

Ser Asp Gin He Leu Gin val Lys Tyr Phe Glu Phe Leu Leu Pro Ser 
660 665 670 

Ser Phe Glu Ser Glu Gly His val Phe He Ala Pro Arg Glu Tyr Cys 
675 680 685 
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Lys Asp Leu Asn Ala Ser Asp Asn Asn Thr Glu Phe Leu Lys Asn Phe 
690 695 700 

lie Glu Leu Met Glu Lys val Thr Pro Asp Ser Lys Gin cys Asn Asn 
705 710 715 720 

Phe Leu Leu His Asn Leu lie Leu Asp Thr Gly lie Thr Gin Gin Leu 
725 730 735 

Val Glu Arg val Trp Arg Asp Gin Asp Leu Asn Thr Tyr ser Leu Leu 
740 745 750 

Ala Val Phe Ala Ala Thr Asp Gly Gly lie Thr Arg Val Phe Pro Asn 
755 760 765 

Lys Ala Ala Glu Asp Trp Thr Glu Asn pro Glu Pro Phe Asn Ala Ser 
770 775 780 

Phe Tyr Arg Arg Ser Leu Asp Asn His Gly Tyr lie Phe Lys Pro Pro 
785 790 795 800 

His Gin Asp ser Leu Leu Arg Pro Leu Glu Leu Glu Asn Asp Thr Val 
805 810 815 

Gly Val Leu Val Ser Thr Ala Val Glu Leu Ser Leu Gly Arg Arg Thr 
820 825 830 

Leu Arg Pro Ala Val val Gly Val Lys Leu Asp Leu Glu Ala Trp Ala 
835 840 845 

Glu Lys Phe Lys val Leu Ala Ser Asn Arg Thr His Gin Asp Gin Pro 
850 855 860 

Gin Lys Gin Cys Gly Pro Ser Ser His Cys Glu Met Asp Cys Glu Val 
865 870 875 880 

Asn Asn Glu Asp Leu Leu Cys val Leu lie Asp Asp Gly Gly Phe Leu 
885 890 895 

Val Leu ser Asn Gin Asn His Gin Trp Asp Gin val Gly Arg Phe Phe 
900 905 910 

Ser Glu Val Asp Ala Asn Leu Met Leu Ala Leu Tyr Asn Asn Ser Phe 
915 920 925 

Tyr Thr Arg Lys Glu Ser Tyr Asp Tyr Gin Ala Ala Cys Ala Pro Gin 
930 935 940 
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Pro Pro Gly Asn Leu Gly Ala Ala Pro Arg Gly Val Phe val Pro Thr 
945 950 955 960 

lie Ala Asp Phe Leu Asn Leu Ala Trp Trp Thr Ser Ala Ala Ala Trp 
965 970 975 

Ser Leu Phe Gin Gin Leu Leu Tyr Gly Leu lie Tyr His Ser Trp Phe 
980 985 990 

Gin Ala Asp Pro Ala Glu Ala Glu Gly Ser Pro Glu Thr Arg Glu Ser 
995 1000 * 1005 

Ser Cys val Met Lys Gin Thr Gin Tyr Tyr Phe Gly Ser Val Asn 
1010 1015 1020 

Ala ser Tyr Asn Ala lie lie Asp Cys Gly Asn Cys Ser Arg Leu 
1025 1030 1035 

Phe His Ala Gin Arg Leu Thr Asn Thr Asn Leu Leu Phe Val val 
1040 1045 1050 

Ala Glu Lys Pro Leu Cys Ser Gin Cys Glu Ala Gly Arg Leu Leu 
1055 1060 1065 

Gin Lys Glu Thr His Ser Asp Gly Pro Glu Gin Cys Glu Leu Val 
1070 1075 1080 

Gin Arg Pro Arg Tyr Arg Arg Gly Pro His lie cys Phe Asp Tyr 
1085 1090 1095 

Asn Ala Thr Glu Asp Thr Ser Asp Cys Gly Arg Gly Ala Ser Phe 
1100 1105 1110 

Pro Pro Ser Leu Gly Val Leu val Ser Leu Gin Leu Leu Leu Leu 
1115 1120 1125 

Leu Gly Leu Pro Pro Arg Pro Gin Pro Gin Val His Ser Phe Ala 
1130 1135 1140 

Ala Ser Arg His Leu 
1145 



<210> 37 

<211> 2470 

<212> DNA 

<213> Mus musculus 

<400> 37 
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ctcgagaagc 


ttcccaatat 


ccagacctcc 


gagcagggcg 


cagccagctc 


tatccaattt 


60 


tcatttcaca 


catcgctgcc 


actggaaaat 


ggatcccatc 


gcccaggcaa 


gccgcccagc 


120 


tgcctctgcc 


cccacgcgtg 


tcgtccacta 


cccagccccc 


ccgcacccac 


tcagaactga 


180 


aagcagacca 


gggagggtgc 


ttccaggggt 


agctagagcc 


tccgtcaggt 


cagccggccc 


240 


cacctactca 


tttgatccct 


ggacaccccg 


accctctgct 


ctgcctctct 


cacactactc 


300 


catgatcttc 


cctccctcct 


ccattacaca 


gccagactct 


ctggagtctc 


tctaggacag 


360 


aggacacaag 


ccactaaagc 


cttctgtccc 


cgtggatcac 


ctgcccctcc 


ccctcacctc 


420 


ttgtttactt 


aatgagggaa 


ccagatcact 


cacgtcacaa 


gaaaaaaaaa 


actgtctttt 


480 


ttattgagca 


tggtcttccc 


agtgcccagg 


cccattccaa 


cccccatagt 


gcgtggtcag 


540 


tagaaagaag 


cacaggaatc 


agtaagtggg 


tggaagaagg 


aagaccccgc 


aggtcccgga 


600 


ggtgccgtcc 


ttaactgagt 


cttctcactg 


gcaggtatat 


acagggggcc 


tcatcaccca 


660 


aggacatggt 


catcattgtg 


gatgtgtgag 


tgagccttgt 


aggctggtgg 


gatgggctag 


720 


gactggactc 


ttctgcccgg 


gcaccttatg 


agggaaggac 


gggaaaaccc 


tgagagccca 


780 


catgcatgcg 


ccccctccat 


gcctggtttc 


caggagtggc 


agcgtgagcg 


gcctgactct 


840 


gaagctgatg 


aagacgtccg 


tctgtgagat 


gctagacacg 


ctctctgatg 


atgactatgt 


900 


gaacgtggcc 


tcagtgagtg 


gcaaggtggc 


aggcaggatg 


ggtaccactc 


acccccatcc 


960 


aacctgctcc 


catgacaacc 


atcagccctg 


tacaacagct 


gcacactgtg 


tggccagcct 


1020 


gaagccactc 


accacccccc 


actgtcccca 


cagttcaacg 


agaaggcgca 


gcctgtgtct 


1080 


tgcttcacac 


acctggtgca 


ggccaatgtg 


cgtaacaaga 


aggtgttcaa 


ggaagctgtg 


1140 


cagggcatgg 


tggccaaggg 


caccacaggc 


tacaaggccg 


gctttgagta 


tgcctttgac 


1200 


cagctacaga 


atgtgagccc 


cacgggtggg 


caaatgggta 


gcaaggggtg 


ggcgagggac 


1260 


caggcttagt 


gacatgggaa 


gatgaagatg 


gattgccttg 


ttaatagtaa 


acaggcagct 


1320 


tagacagaca 


gtaccatctg 


ccgtgaggga 


ggaagcccca 


ccctggacct 


gtgagagacc 


1380 


aaggattgcc 


tgactctgtg 


ttcatcctcc 


actagtccaa 


catcacgcgg 


gctaactgca 


1440 


ataagatgat 


catgatgttc 


acggatgggg 


gtgaggatcg 


cgtgcaggat 


gtcttcgaaa 


1500 


agtacaattg 


gcccaatcgg 


acggtgagcc 


tcagccctgg 


tgggtggctg 


ccctgagctg 


1560 


ggtccaggac 


gggagagggc 


cgtcgtcctc 


cggtggccat 


tgtgataacc 


tcatcgtccc 


1620 


ggcaggtacg 


tgtgttcacg 


ttctccgtag 


gacagcataa 


ctatgatgtc 


acacccttgc 


1680 


agtggatggc 


ctgtactaac 


aaaggtacct 


catcgggttt 


cagcctctgc 


ctgctgtgtc 


1740 


cttctgctag 


ctgtccatcc 


atgtgtccag 


ctgtctgttc 


acgcactgtg 


tgtctgtcct 


1800 


tccatacata 


ccctttttcc 


ggtgctttgt 


ctatttggtg 


ggctgtcttg 


cttgaccatc 


1860 


tggctgtatg 


tcccctgtct 


gtctgtctcc 


agcctttctg 
Page 


ctaatgtctg 
79 


tttgttgatc 


1920 



18327 US Sequence Listing as filed 



aatccatctc tgttgattga 


ttgggtaaaa ctcacgtttc 


tgacgtcctc 


ggatgaggct 


1980 


ccttcctcca ccctgtctct 


gttaaccact cccacctctg 


ctgcttcttt 


agacccctac 


2040 


aatctatcct ctcctgtagc 


gttggtcaca gtgccagggc 


agtgacaggg 


agcataaagg 


2100 


agttggggga gagtcacaat 


acacagagtg ttgcaggtgt 


acccaggcga 


cattaccccc 


2160 


tgtgctgcgg gccttgctgt 


gccagtcaaa cccacatctc 


ctccctttgc 


aggttactat 


2220 


tttaaaatcc cttccatcaa 


agccatccgc atcaacacac 


aaataaaatt 


ataaaaaaaa 


2280 


cggcccctcc caggccttgg 


cttccctctg gttgtggctg 


catgctttgc 


gtgctttcca 


2340 


gccatgggcc gatagcgacc 


cctggtggct gctgttgtcc 


atggcagcag 


atgagagaag 


2400 


agtgagttgg gaaggacatt 


tagtgcctct cctctcccag 


gaatacctgg 


atgtgctggg 


2460 


tagcggccgc 








2470 


<210> 38 

<211> 6056 

<212> DNA 

<213> Mus musculus 










<400> 38 

gaattcgccc ttgtgagaca 


tggtgacatc taagccctgg 


cccaggacag 


tagaggctcc 


60 


tttccttgtg atttggggaa 


ctttgcacca agctatgtag 


agaacccatg 


gcctggcctc 


120 


actatcattg cttggcccca 


catctcttgg tggcttcaaa 


tacagaggca 


gcccagttcc 


180 


tgcatctgtt tccagatggg 


gctcagctcg aaccatgata 


gtctcccaga 


agcagcaacg 


240 


ctgaagctaa accattttat 


ttccatatcc catgacctca 


ggtcttcttg 


ggttagcttg 


300 


gaaggtggtg aggtccccat 


catgagaggg ctcagcaaga 


atgactatgg 


ggtgacaaag 


360 


agagccacag aggacaccaa 


cagtgtccct gggttcgagc 


acttgggagt 


agctagtgtt 


420 


ctgtgaactt accagtgtct 


gactccaaag cacagtggtt 


gaacctaact 


gtaaacagcg 


480 


tgggtgcagt ggtatagtgt 


ctagtactga tttctgtttg 


ctgatacaaa 


aaacccaagg 


540 


tccagcatct ccttttctgg 


cccggaggcc tggaggcctg 


gaggctttcc 


tggcctatac 


600 


agaggtagcc tgtgacacaa 


ggggtgggaa ggctggaaag 


gatacctggg 


cgggaggcca 


660 


tcatgctagg ttagcctagg 


aagccttagg gaaagtgggg 


ggcctgagaa 


ggagggggtg 


720 


ggctcaagca ggtgcatttc 


cccttggctg agctccgtgg 


ctcccggaga 


agttgctaaa 


780 


attaaagctg gaatctgaaa 


ttcaaatgaa gagcgaacct 


ttaattagac 


cctgaatcta 


840 


attccttacc cccctcggca 


gcgggctgta attttagcaa 


tcagtacatt 


aaatataaac 


900 


caggagacta cagttgccca 


ccgcactgaa ctcctaggtt 


ccgctagcac 


tgagagcccc 


960 


cctggacagc cttgtaccca 


aatcctgacc aggacacagc 


ttcctgcctc 


cagcagcccc 


1020 


caactctatc caggacccca 


accctggctc caaacgcctc 
Page 


ccgctctgcc 
80 


tcccggccct 


1080 
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gcagggggat 


tgaactaccc 


agtagggaag 


cactgctcta 


gtcaggcctg 


ggctagggtc 


1140 


agtgaggcca 


gaagctccaa 


gcctgatata 


aataacagcg 


ctcgtgcatg 


tgcactctcg 


1200 


cgcacacaca 


cacacacaca 


cacaccaagt 


cccctgctta 


gtgtgttgtg 


ttgttttgtt 


1260 


tggtttgttt 


ttaatctttg 


ccagaggtac 


agttagagat 


ctttctagac 


catttacttt 


1320 


taaattgcca 


gccagaaggt 


gggggtgggg 


gaagagaagg 


agaaagttcg 


aaggctgaag 


1380 


gcttatcaga 


atggaatcca 


aatgtcacat 


tagttgggaa 


agttgggaga 


ttaaattttt 


1440 


cagtgccctt 


catctgccgc 


tgacatttgg 


gggggctttc 


ttctcccacg 


cctctccctc 


1500 


tgagtggagc 


atacgtggct 


tacacctccc 


agaccgctgg 


ctccctactc 


cagcccatat 


1560 


gctcagcagc 


tgcctaccct 


ggctttaccc 


agcacctaag 


gacattccag 


gggcttccca 


1620 


aagcgggcag 


gaggtgggcg 


tgcccggtga 


agggcaggaa 


ggacaataga 


cagcttgaat 


1680 


gttgatgtcc 


aaaaccatcc 


ctgaaagatg 


ggtaggggac 


agactcgggt 


cacttcagag 


1740 


ctgtgtccta 


ggatgtggcc 


tggtggaaat 


gacctgggca 


gtaaccaaga 


gattgaaatg 


1800 


ctctaggagg 


gagaagtctg 


ggcttcaggg 


agccaaggaa 


gagcaaccct 


ggagacccat 


1860 


tgggaaaagg 


ataaatggag 


cctgcgctga 


acttactcaa 


aagggtcttg 


ggtggggaaa 


1920 


cagggtgtgg 


gagtgtgtgg 


agcattccac 


acgtctccct 


tgcctccctg 


tctggctttt 


1980 


tcttcttcct 


ctgtactttc 


tccagcatct 


tcctgccttg 


cttgcacacc 


tgcactggag 


2040 


cctgttcccc 


catgggcggc 


agcatcgtct 


ctgtagccaa 


ggcgccactc 


ctgccagcct 


2100 


gtagtagtag 


gcggctgggg 


gttggggggc 


tgcacagcgc 


atgcccagct 


tgcctggccg 


2160 


agagatacca 


taattggcac 


ctgtcaggca 


gctgcagctt 


gttttagaaa 


atcaacgggg 


2220 


gcctttatag 


tcctgctgct 


agcgggcatg 


gtagaccctc 


cctctgtagg 


tcactcggtc 


2280 


tctgtactag 


cccccactca 


tctctagagc 


taccctgcta 


tgggagatgg 


ttccccaaat 


2340 


ggggctagga 


ctgtctggta 


ctaaaggagc 


cggtatacgg 


cgggggtggg 


ggggaagggt 


2400 


gggactcagc 


ggggagtatg 


ggggtgcaaa 


gctgcctgcc 


aaggctttgc 


tgtaattgca 


2460 


caaggcgtgt 


ccttggaagc 


agaagtctgc 


agcccactcc 


taactggctc 


tcctgtttgc 


2520 


ctccttcact 


gacagttgcc 


tttcaaggat 


gtagagaagg 


ggtcatttgg 


ttttggtttt 


2580 


agctgtgatt 


tggcaaatgg 


atgggcaaag 


gcaggcaaat 


tcacccaggg 


aagccttctg 


2640 


gataaggggt 


ccatatgctg 


tacccatgtt 


ctcccatgtc 


tctccatctg 


tctcttgtct 


2700 


ctacaataac 


ctctgccctt 


aagatgaccc 


tgtcttctgg 


actctggccc 


tccctgtcct 


2760 


cacctgcgag 


cctaaccaac 


ccactcacca 


ttttcctgac 


acgggtgggg 


gtgctttctg 


2820 


caggatgacc 


ctgagagtga 


agatatggag 


aggggatcca 


agaccagcgc 


cttaaggctg 


2880 


gacttcatcg 


aggacccaaa 


cttcaagaac 


aaagtcaact 


attcatacac 


ggctgtgcag 


2940 








Page 


81 
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atccccacag 


acatctacaa 


aggctgtaag 


tgtaagggga 


ggggggaaga 


gcccttccca 


3000 


cccacgtggg 


gtagggccca 


ctccctgagc 


attccaggtc 


cctgagatag 


aaagctagtg 


3060 


ccacctacct 


ctggccagcc 


ccctgcaccc 


aaggtcatac 


acgttcattt 


ctctgaccta 


3120 


cccacatata 


gaccttcaca 


cttggcagaa 


cttgaaacac 


agcttctttg 


ctggtatggt 


3180 


ctaagcctat 


gtgtacacat 


atcccacata 


tacatgcaca 


catacatccc 


ttgctctcac 


3240 


tgctgggctg 


aatgccccca 


gaacagcccc 


ttgccgcccc 


tgcccgtctc 


tgactctatt 


3300 


aagaggggct 


ggctgggaaa 


tgccagcata 


aggtggacac 


agagattaaa 


ggccgcaagg 


3360 


cagctgccgt 


agacaacagt 


cacaggcctg 


actaacccac 


ttctctctat 


ggcccagagc 


3420 


tgaaagaatg 


ggaaatggtt 


tctatcccgc 


aatagccaag 


agtgtggtga 


agggggacca 


3480 


ggaaaatatg 


gttgagattc 


caagtcccag 


gggtgggaca 


gctttgcaca 


gtggagtcat 


3540 


tatagctcca 


gtctactgct 


ggggcccctc 


atctggtgtt 


tggctctagg 


catcttctcc 


3600 


atatactgtt 


ccagttcctt 


aggaacttcc 


tccagcagta 


gattgaaggc 


cctgcctggt 


3660 


tctgacatta 


ccatgtgagc 


acctacctat 


aggacagtct 


caaaatctgc 


tgggtttgga 


3720 


ggaggtggag 


gatggtgtgc 


tgggatgctg 


gggaaatggg 


ggcaaaggag 


gcagagctac 


3780 


tgtataggtt 


ccaggaaaag 


ggggaaccct 


agggtcttcc 


aggaagcccc 


tgtcgccctc 


3840 


aacgtcagcc 


agccccgccc 


ccagcaggat 


gccagcagat 


cacctgcatg 


agccagtcga 


3900 


gaggcactat 


cacaggcagg 


cacactaatt 


aaaacaggag 


ccacaccacc 


ctccccagtc 


3960 


acccctcgct 


acccacacaa 


attacgtttt 


atatgttctt 


tatttactgt 


gtcactttta 


4020 


attaaatctg 


taatcgcctg 


cctgaggggg 


catggtcccc 


atttcccaac 


tcactgtgat 


4080 


ctgagggtgt 


gcgcatgggt 


gtggcgtggg 


cgtgtgtgca 


tgtgggggta 


ttcgcttcag 


4140 


tgtgtcatac 


aggtatgtcc 


ttgtggtcgc 


agatatctgt 


agggacaatc 


cacctgcagc 


4200 


aagagtcacc 


cctctgctgg 


cagcctgagg 


gacttccaag 


tttctcagac 


aggaagaggc 


4260 


ccagggatgg 


gtaggcatgc 


catgcagact 


caaggacaca 


tggcattgtg 


cgaaacattt 


4320 


gggtgccacg 


cttcattttt 


tccttaaaaa 


gaaaaataga 


agtgttcaac 


tcactaggct 


4380 


tctaaatcag 


aaacaggacc 


ataacacgct 


gctcaatagg 


cagagccaat 


ggaagaaaga 


4440 


ggtttcatgt 


tgatattgtg 


gtcagttaag 


aagaaccaga 


gacagagagg 


gatgaaagcc 


4500 


aagctcaggg 


agcaagacag 


cagagacaca 


gcacagcccg 


cacacaaagc 


aaaggcagag 


4560 


gggcgggcga 


gggttggcag 


gcccctgggc 


accggcaggg 


cctgagaggc 


tgtcaggcac 


4620 


agctcatctg 


ttctcaggga 


atcaaaggcc 


tgagagaacc 


ttctctgcct 


gtcacttgag 


4680 


atctctgata 


gggatcacgg 


agggtagagt 


ggcctgatcc 


agtgtagaga 


taaaaacatg 


4740 


ccacacacac 


acacacacca 


ggtagacttc 


ggggcaccct 


gagtgatggg 


acaagaatgc 


4800 


catccaggtt 


ggtcaacaga 


gtagagatca 


gccttggtcg 
Page 


gtggtaggcc 
82 


tggcagaagg 


4860 
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gaggggccac 


ccaagtgcag 


ccacaggggt 


taatgagggt 


gggtaactgg 


tggtgagagc 


4920 


tcctgtgtac 


ccctcgccca 


tggtagcaat 


tgggtgggtt 


tgggcgtaag 


gggctggggc 


4980 


tcctacgttt 


ggctggaagc 


acagaaatta 


gaggcagcga 


tgcctgccat 


ggatgcaggc 


5040 


tgtatgtacg 


tgcgcatatg 


tgtgcaagtg 


tgtgtgcgcg 


cctgtgtcgg 


aagaggatcc 


5100 


tggccccacc 


cctgcccctc 


tgcagccccc 


actgctgccc 


ctgcctgctc 


ctggccccag 


5160 


ttgattaatc 


atggagctga 


gtggcttcca 


gcttatcagg 


taccttaata 


gctgaataat 


5220 


tccagcccca 


tcagcgggcc 


cttaattgct 


ttcttgtggc 


tgcggcctgg 


agtgcatgct 


5280 


gagtgggtga 


gctccctggg 


ggccggctgc 


aggctccagg 


cagcatgctg 


gatgggggcc 


5340 


caactcacag 


ctccctgcca 


cccaggcggc 


ccttctccac 


aggccacaaa 


ccacatcagc 


5400 


cctgcttgct 


caccgaggcc 


tggatgaggg 


gtaggctgag 


atattccttt 


gatgatttag 


5460 


aggagggaga 


gcaagaaaat 


ctccctggaa 


gagctggtgt 


ggccccacat 


gagatcctgg 


5520 


gaaatcaaag 


aaagcctggg 


caggcagaaa 


gcaggggagg 


ccacggagat 


gggtttagca 


5580 


gggggcgacc 


ccgaacctcc 


caaccccagc 


cttctgccct 


gcccctcagc 


taccgtcatc 


5640 


ctcaatgagc 


ttaactggac 


agaggccctg 


gagaacgtct 


tcattgagaa 


ccgtaggcaa 


5700 


gaccctacac 


tgttgtggca 


agtctttggc 


agtgccacgg 


gagtcactcg 


ctattaccca 


5760 


ggtaggcacc 


actgtctccc 


tggcccatcc 


agcacccgtc 


ttgctccatc 


tccaagccta 


5820 


cccattctga 


ggtccatggg 


gtacaatgaa 


ccaggtcaat 


ccccatcact 


cccgcctgct 


5880 


ccagtcagac 


ccttctgccg 


ggccgggccc 


cttcaccccc 


tctttccaca 


gccacaccat 


5940 


ggcgagcccc 


caagaagatt 


gacctgtacg 


atgtcagaag 


agcaccctgg 


tgagtgagca 


6000 


aggggggtgg 


aggcgagaca 


ccccctcaac 


tgcccatctt 


tcgtaagggc 


gaattc 


6056 



<210> 39 

<211> 299 

<212> PRT 

<213> Mus musculus 

<400> 39 

Asp Pro Glu Ser Glu Asp Met G"lu Arg Gly Ser Lys Thr Ser Ala Leu 
1 5 10 15 

Arg Leu Asp Phe lie Glu Asp Pro Asn Phe Lys Asn Lys val Asn Tyr 
20 25 30 

Ser Tyr Thr Ala val Gin lie Pro Thr Asp lie Tyr Lys Gly Ser Thr 
35 40 45 

val lie Leu Asn Glu Leu Asn Trp Thr Glu Ala Leu Glu Asn val Phe 
50 55 60 

Page 83 
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lie Glu Asn Arg Arg Gin Asp Pro Thr Leu Leu Trp Gin Val Phe Gly 
65 70 75 80 

Ser Ala Thr Gly Val Thr Arg Tyr Tyr Pro Ala Thr Pro Trp Arg Ala 
85 90 95 

Pro Lys Lys He Asp Leu Tyr Asp Val Arg Arg Ala Pro Trp Tyr lie 
100 105 110 

Gin Gly Ala Ser Ser Pro Lys Asp Met val lie lie val Asp val Ser 
115 120 125 

Gly Ser Val Ser Gly Leu Thr lie Lys Leu Met Lys Thr Ser val Cys 
130 135 140 



Glu Met Leu Asp Thr Leu Ser Asp Asp Asp Tyr val Asn Val Ala Ser 
145 150 155 160 



Phe Asn Glu Lys Ala Gin Pro val Ser Cys Phe Thr His Leu Val Gin 
165 170 175 

Ala Asn Val Arg Asn Lys Lys val Phe Lys Glu Ala Val Gin Gly Met 
180 185 190 

val Ala Lys Gly Thr Thr Gly Tyr Lys Ala Gly Phe Glu Tyr Ala Phe 
195 200 205 

Asp Gin Leu Gin Asn Ser Asn lie Thr Arg Ala Asn Cys Asn Lys Met 
210 215 ~ 220 



lie Met Met Phe Thr Asp Gly Gly Glu Asp Arg Val Gin Asp Val Phe 
225 230 235 240 

Glu Lys Tyr Asn Trp Pro Asn Arg Thr val Arg val Phe Thr Phe Ser 
245 250 255 

val Gly Gin His Asn Tyr Asp val Thr Pro Leu Gin Trp Met Ala cys 
260 265 270 

Thr Asn Lys Gly Tyr Tyr Phe Glu lie Pro Ser lie Gly Ala lie Arg 
275 280 285 

lie Asn Thr Gin Glu Tyr Leu Asp val Leu Gly 
290 295 



<210> 40 

Page 84 
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<211> 900 
<212> DNA 
<213> Mus musculus 



<400> 40 
tgaccctgag 


agtgaagata 


tggagagggg 


atccaagacc 


agcgccttaa 


ggctggactt 


60 


catcgaggac 


ccaaacttca 


agaacaaagt 


caactattca 


tacacggctg 


tgcagatccc 


120 


cacagacatc 


tacaaaggct 


ctaccgtcat 


cctcaatgag 


cttaactgga 


cagaggccct 


180 


ggagaacgtc 


ttcattgaga 


accgtaggca 


agaccctaca 


ctgttgtggc 


aagtctttgg 


240 


cagtgccacg 


ggagtcactc 


gctattaccc 


agccacacca 


tggcgagccc 


ccaagaagat 


300 


tgacctgtac 


gatgtcagaa 


gagcaccctg 


gtatatacag 


ggggcctcat 


cacccaagga 


360 


catggtcatc 


attgtggatg 


tgagtggcag 


cgtgagcggc 


ctgactctga 


agctgatgaa 


420 


gacgtccgtc 


tgtgagatgc 


tagacacgct 


ctctgatgat 


gactatgtga 


acgtggcctc 


480 


attcaacgag 


aaggcgcagc 


ctgtgtcttg 


cttcacacac 


ctggtgcagg 


ccaatgtgcg 


540 


taacaagaag 


gtgttcaagg 


aagctgtgca 


gggcatggtg 


gccaagggca 


ccacaggcta 


600 


caaggccggc 


tttgagtatg 


cctttgacca 


gctacagaat 


tccaacatca 


cgcgggctaa 


660 


ctgcaataag 


atgatcatga 


tgttcacgga 


tgggggtgag 


gatcgcgtgc 


aggatgtctt 


720 


cgaaaagtac 


aattggccca 


atcggacggt 


acgtgtgttc 


acgttctccg 


taggacagca 


780 


taactatgat 


gtcacaccct 


tgcagtggat 


ggcctgtact 


aacaaaggtt 


actattttga 


840 


gatcccttcc 


atcggagcca 


tccgcatcaa 


cacacaggaa 


tacctggatg 


tgctgggtag 


900 


<210> 41 
<211> 72 
<212> DNA 
<213> artificial 












<220> 

<223> Primer oligonucleotide 










<400> 41 
acgaaagatg 


gggagttgag 


ggggtgtctc 


gcctccaccc 


cccttgctca 


ctcaccaggg 


60 


tgctcttctg 


ac 










72 


<210> 42 

<211> 15965 

<212> DNA 

<213> Mus musculus 












<400> 42 
caccgcggtg 


gagctccagc 


ttttgttccc 


tttagtgagg 


gttaatttcg 


agcttggcgt 


60 


aatcatggtc 


atagctgttt 


cctgtgtgaa 


attgttatcc 


gctcacaatt 


ccacacaaca 


120 


tacgagccgg aagcataaag tgtaaagcct 


ggggtgccta 


atgagtgagc 


taactcacat 


180 


taattgcgtt gcgctcactg cccgctttcc 


agtcgggaaa 
Page 


cctgtcgtgc 
85 


cagctgcatt 


240 
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aatgaatcgg 


ccaacgcgcg 


gggagaggcg 


gtttgcgtat 


tgggcgctct 


tccgcttcct 


300 


cgctcactga 


ctcgctgcgc 


tcggtcgttc 


ggctgcggcg 


agcggtatca 


gctcactcaa 


360 


aggcggtaat 


acggttatcc 


acagaatcag 


gggataacgc 


aggaaagaac 


atgtgagcaa 


420 


aaggccagca 


aaaggccagg 


aaccgtaaaa 


aggccgcgtt 


gctggcgttt 


ttccataggc 


480 


tccgcccccc 


tgacgagcat 


cacaaaaatc 


gacgctcaag 


tcagaggtgg 


cgaaacccga 


540 


caggactata 


aagataccag 


gcgtttcccc 


ctggaagctc 


cctcgtgcgc 


tctcctgttc 


600 


cgaccctgcc 


gcttaccgga 


tacctgtccg 


cctttctccc 


ttcgggaagc 


gtggcgcttt 


660 


ctcatagctc 


acgctgtagg 


tatctcagtt 


cggtgtaggt 


cgttcgctcc 


aagctgggct 


720 


gtgtgcacga 


accccccgtt 


cagcccgacc 


gctgcgcctt 


atccggtaac 


tatcgtcttg 


780 


agtccaaccc 


ggtaagacac 


gacttatcgc 


cactggcagc 


agccactggt 


aacaggatta 


840 


gcagagcgag 


gtatgtaggc 


ggtgctacag 


agttcttgaa 


gtggtggcct 


aactacggct 


900 


acactagaag 


gacagtattt 


ggtatctgcg 


ctctgctgaa 


gccagttacc 


ttcggaaaaa 


960 


gagttggtag 


ctcttgatcc 


ggcaaacaaa 


ccaccgctgg 


tagcggtggt 


ttttttgttt 


1020 


gcaagcagca 


gattacgcgc 


agaaaaaaag 


gatctcaaga 


agatcctttg 


atcttttcta 


1080 


cggggtctga 


cgctcagtgg 


aacgaaaact 


cacgttaagg 


gattttggtc 


atgagattat 


1140 


caaaaaggat 


cttcacctag 


atccttttaa 


attaaaaatg 


aagttttaaa 


tcaatctaaa 


1200 


gtatatatga 


gtaaacttgg 


tctgacagtt 


accaatgctt 


aatcagtgag 


gcacctatct 


1260 


cagcgatctg 


tctatttcgt 


tcatccatag 


ttgcctgact 


ccccgtcgtg 


tagataacta 


1320 


cgatacggga 


gggcttacca 


tctggcccca 


gtgctgcaat 


gataccgcga 


gacccacgct 


1380 


caccggctcc 


agatttatca 


gcaataaacc 


agccagccgg 


aagggccgag 


cgcagaagtg 


1440 


gtcctgcaac 


tttatccgcc 


tccatccagt 


ctattaattg 


ttgccgggaa 


gctagagtaa 


1500 


gtagttcgcc 


agttaatagt 


ttgcgcaacg 


ttgttgccat 


tgctacaggc 


atcgtggtgt 


1560 


cacgctcgtc 


gtttggtatg 


gcttcattca 


gctccggttc 


ccaacgatca 


aggcgagtta 


1620 


catgatcccc 


catgttgtgc 


aaaaaagcgg 


ttagctcctt 


cggtcctccg 


atcgttgtca 


1680 


gaagtaagtt 


ggccgcagtg 


ttatcactca 


tggttatggc 


agcactgcat 


aattctctta 


1740 


ctgtcatgcc 


atccgtaaga 


tgcttttctg 


tgactggtga 


gtactcaacc 


aagtcattct 


1800 


gagaatagtg 


tatgcggcga 


ccgagttgct 


cttgcccggc 


gtcaatacgg 


gataataccg 


1860 


cgccacatag 


cagaacttta 


aaagtgctca 


tcattggaaa 


acgttcttcg 


gggcgaaaac 


1920 


tctcaaggat 


cttaccgctg 


ttgagatcca 


gttcgatgta 


acccactcgt 


gcacccaact 


1980 


gatcttcagc 


atcttttact 


ttcaccagcg 


tttctgggtg 


agcaaaaaca 


ggaaggcaaa 


2040 


atgccgcaaa 


aaagggaata 


agggcgacac 


ggaaatgttg 


aatactcata 


ctcttccttt 


2100 








Page 
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ttcaatatta 


ttgaagcatt 


18327 US Sequence Listing as filed 
tatcagggtt attgtctcat gagcggatac atatttgaat 


2160 


gtatttagaa 


aaataaacaa 


ataggggttc 


cgcgcacatt 


tccccgaaaa 


gtgccacctg 


2220 


acgtctaaga 


aaccattatt 


atcatgacat 


taacctataa 


aaataggcgt 


atcacgaggc 


2280 


cctttcgtct 


cgcgcgtttc 


ggtgatgacg 


gtgaaaacct 


ctgacacatg 


cagctcccgg 


2340 


agacggtcac 


agcttgtctg 


taagcggatg 


ccgggagcag 


acaagcccgt 


cagggcgcgt 


2400 


cagcgggtgt 


tggcgggtgt 


cggggctggc 


ttaactatgc 


ggcatcagag 


cagattgtac 


2460 


tgagagtgca 


ccatatgcgg 


tgtgaaatac 


cgcacagatg 


cgtaaggaga 


aaataccgca 


2520 


tcaggcgcca 


ttcgccattc 


aggctgcgca 


actgttggga 


agggcgatcg 


gtgcgggcct 


2580 


cttcgctatt 


acgccagctg 


gcgaaagggg 


gatgtgctgc 


aaggcgatta 


agttgggtaa 


2640 


cgccagggtt 


ttcccagtca 


cgacgttgta 


aaacgacggc 


cagtgccaag 


cttctgatgg 


2700 


aattagaact 


tggcaaaaca 


atactgagaa 


tgaagtgtat 


gtggaacaga 


ggctgctgat 


2760 


ctcgttcttc 


aggctatgaa 


actgacacat 


ttggaaacca 


cagtacttag 


aaccacaaag 


2820 


tgggaatcaa 


gagaaaaaca 


atgatcccac 


gagagatcta 


tagatctata 


gatcatgagt 


2880 


ggaggaatga 


gctggccctt 


aatttggttt 


tgcttgttta 


aattatgata 


tccaactatg 


2940 


aaacattatc 


ataaagcaat 


agtaaagagc 


cttcagtaaa 


gagcaggcat 


ttatctaatc 


3000 


ccacccccac 


ccccaccccc 


gtagctccaa 


tccttccatt 


caaaatgtag 


gtactctgtt 


3060 


ctcacccttc 


ttaacaaagt 


atgacagtaa 


aaaacttcca 


ttttagtgga 


catctttatt 


3120 


gtttaataga 


tcatcaattt 


atgcagactt 


acaggactgc 


aggggggtcc 


cgcggaaact 


3180 


cggccgtggt 


gaccaataca 


aaacaaaagc 


gctcctcgta 


ccagcgaaga 


aggggcagag 


3240 


atgccgtagt 


caggtttagt 


tcgtccggcg 


gcgccagaaa 


tccgcgcggt 


ggtttttggg 


3300 


ggtcgggggt 


gtttggcagc 


cacagacgcc 


cggtgttcgt 


gtcgcgccag 


tacatgcggt 


3360 


ccatgcccag 


gccatccaaa 


aaccatgggt 


ctgtctgctc 


agtccagtcg 


tggacctgac 


3420 


cccacgcaac 


gcccaaaaga 


ataaccccca 


cgaaccataa 


accattcccc 


atgggggacc 


3480 


ccgtccctaa 


cccacggggc 


ccgtggctat 


ggcgggcttg 


ccgccccgac 


gttggctgcg 


3540 


agccctgggc 


cttcacccga 


acttgggggt 


tggggtgggg 


aaaaggaaga 


aacgcgggcg 


3600 


tattggcccc 


aatggggtct 


cggtggggta 


tcgacagagt 


gccagccctg 


ggaccgaacc 


3660 


ccgcgtttat 


gaacaaacga 


cccaacaccc 


gtgcgtttta 


ttctgtcttt 


ttattgccgt 


3720 


catagcgcgg 


gttccttccg 


gtattgtctc 


cttccgtgtt 


tcagttagcc 


tcccccatct 


3780 


cccgggcaaa 


cgtgcgcgcc 


aggtcgcaga 


tcgtcggtat 


ggagcctggg 


gtggtgacgt 


3840 


gggtctggac 


catcccggag 


gtaagttgca 


gcagggcgtc 


ccggcagccg 


gcgggcgatt 


3900 


ggtcgtaatc 


caggataaag 


acgtgcatgg 


gacggaggcg 


tttggccaag 


acgtccaagg 


3960 


cccaggcaaa 


cacgttatac 


aggtcgccgt 


tgggggccag 
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gggtaaataa 


cgtgtccccg 


atatggggtc 


gtgggcccgc 


gttgctctgg 


ggctcggcac 


4080 


cctggggcgg 


cacggccgtc 


cccgaaagct 


gtccccaatc 


ctcccaccac 


gacccgccgc 


4140 


cctgcagata 


ccgcaccgta 


ttggcaagca 


gcccgtaaac 


gcggcgaatc 


gcggccagca 


4200 


tagccaggtc 


aagccgctcg 


ccggggcgct 


ggcgtttggc 


caggcggtcg 


atgtgtctgt 


4260 


cctccggaag 


ggcccccaac 


acgatgtttg 


tgccgggcaa 


ggtcggcggg 


atgagggcca 


4320 


cgaacgccag 


cacggcctgg 


ggggtcatgc 


tgcccataag 


gtatcgcgcg 


gccgggtagc 


4380 


acaggagggc 


ggcgatggga 


tggcggtcga 


agatgagggt 


gagggccggg 


ggcggggcat 


4440 


gtgaactccc 


agcctccccc 


ccgacatgag 


gagccagaac 


ggcgtcggtc 


acggcataag 


4500 


gcatgcccat 


tgttatctgg 


gcgcttgtca 


ttaccaccgc 


cgcgtccccg 


gccgatatct 


4560 


caccctggtc 


gaggcggtgt 


tgtgtggtgt 


agatgttcgc 


gattgtctcg 


gaagccccca 


4620 


gcacctgcca 


gtaagtcatc 


ggctcgggta 


cgtagacgat 


atcgtcgcgc 


gaacccaggg 


4680 


ccaccagcag 


ttgcgtggtg 


gtggttttcc 


ccatcccgtg 


aggaccgtct 


atataaaccc 


4740 


gcagtagcgt 


gggcattttc 


tgctccaggc 


ggacttccgt 


ggcttcttgc 


tgccggcgag 


4800 


ggcgcaacgc 


cgtacgtcgg 


ttgctatggc 


cgcgagaacg 


cgcagcctgg 


tcgaacgcag 


4860 


acgcgtgttg 


atggcagggg 


tacgaagcca 


tacgcgcttc 


tacaaggcgc 


ttgccaaaga 


4920 


ggtgcgggag 


tttcacgcca 


ccaagatctg 


cggcacgctg 


ttgacgctgt 


taagcgggtc 


4980 


gctgcagggt 


cgaaaggccc 


ggagatgagg 


aagaggagaa 


cagcgcggca 


gacgtgcgct 


5040 


tttgaagcgt 


gcagaatgcc 


gggcctcggg 


aggaccttcg 


ggcgcccgcc 


cgcccctgag 


5100 


cccgcccctg 


agcccgcccc 


cggacccacc 


ccttcccagc 


ctctgagccc 


agaaagcgaa 


5160 


ggaacaaagc 


tgctattggc 


cgctgcccca 


aaggcctacc 


cgcttccatt 


gctcagcggt 


5220 


gctgtccatc 


tgcacgagac 


tagtgagacg 


tgctacttcc 


atttgtcacg 


tcctgcacga 


5280 


cgcgagcttg 


ctgggggaaa 


cttcctgact 


aggggaggag 


tagaagtggc 


gcgaaggggc 


5340 


caccaaagaa 


cggagccggt 


tggcgctacc 


ggtggatgtg 


gaatgtgtgc 


gaggccagag 


5400 


gccacttgtg 


tagcgccaag 


tgccagcggg 


gctgctaaag 


cgcatgctcc 


agactgcctt 


5460 


gggaaaagcg 


cctcccctac 


ccggtagaat 


tcgcccttgt 


gagacatggt 


gacatctaag 


5520 


ccctggccca 


ggacagtaga 


ggctcctttc 


cttgtgattt 


ggggaacttt 


gcaccaagct 


5580 


atgtagagaa 


cccatggcct 


ggcctcacta 


tcattgcttg 


gccccacatc 


tcttggtggc 


5640 


ttcaaataca 


gaggcagccc 


agttcctgca 


tctgtttcca 


gatggggctc 


agctcgaacc 


5700 


atgatagtct 


cccagaagca 


gcaacgctga 


agctaaacca 


ttttatttcc 


atatcccatg 


5760 


acctcaggtc 


ttcttgggtt 


agcttggaag 


gtggtgaggt 


ccccatcatg 


agagggctca 


5820 


gcaagaatga 


ctatggggtg 


acaaagagag 


ccacagagga 


caccaacagt 


gtccctgggt 


5880 
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tcgagcactt 


gggagtagct 


agtgttctgt 


gaacttacca 


gtgtctgact 


ccaaagcaca 


5940 


gtggttgaac 


ctaactgtaa 


acagcgtggg 


tgcagtggta 


tagtgtctag 


tactgatttc 


6000 


tgtttgctga 


tacaaaaaac 


ccaaggtcca 


gcatctcctt 


ttctggcccg 


gaggcctgga 


6060 


ggcctggagg 


ctttcctggc 


ctatacagag 


gtagcctgtg 


acacaagggg 


tgggaaggct 


6120 


ggaaaggata 


cctgggcggg 


aggccatcat 


gctaggttag 


cctaggaagc 


cttagggaaa 


6180 


gtggggggcc 


tgagaaggag 


ggggtgggct 


caagcaggtg 


catttcccct 


tggctgagct 


6240 


ccgtggctcc 


cggagaagtt 


gctaaaatta 


aagctggaat 


ctgaaattca 


aatgaagagc 


6300 


gaacctttaa 


ttagaccctg 


aatctaattc 


cttacccccc 


tcggcagcgg 


gctgtaattt 


6360 


tagcaatcag 


tacattaaat 


ataaaccagg 


agactacagt 


tgcccaccgc 


actgaactcc 


6420 


taggttccgc 


tagcactgag 


agcccccctg 


gacagccttg 


tacccaaatc 


ctgaccagga 


6480 


cacagcttcc 


tgcctccagc 


agcccccaac 


tctatccagg 


accccaaccc 


tggctccaaa 


6540 


cgcctcccgc 


tctgcctccc 


ggccctgcag 


ggggattgaa 


ctacccagta 


gggaagcact 


6600 


gctctagtca 


ggcctgggct 


agggtcagtg 


aggccagaag 


ctccaagcct 


gatataaata 


6660 


acagcgctcg 


tgcatgtgca 


ctctcgcgca 


cacacacaca 


cacacacaca 


ccaagtcccc 


6720 


tgcttagtgt 


gttgtgttgt 


tttgtttggt 


ttgtttttaa 


tctttgccag 


aggtacagtt 


6780 


agagatcttt 


ctagaccatt 


tacttttaaa 


ttgccagcca 


gaaggtgggg 


gtgggggaag 


6840 


agaaggagaa 


agttcgaagg 


ctgaaggctt 


atcagaatgg 


aatccaaatg 


tcacattagt 


6900 


tgggaaagtt 


gggagattaa 


atttttcagt 


gcccttcatc 


tgccgctgac 


atttgggggg 


6960 


gctttcttct 


cccacgcctc 


tccctctgag 


tggagcatac 


gtggcttaca 


cctcccagac 


7020 


cgctggctcc 


ctactccagc 


ccatatgctc 


agcagctgcc 


taccctggct 


ttacccagca 


7080 


cctaaggaca 


ttccaggggc 


ttcccaaagc 


gggcaggagg 


tgggcgtgcc 


cggtgaaggg 


7140 


caggaaggac 


aatagacagc 


ttgaatgttg 


atgtccaaaa 


ccatccctga 


aagatgggta 


7200 


ggggacagac 


tcgggtcact 


tcagagctgt 


gtcctaggat 


gtggcctggt 


ggaaatgacc 


7260 


tgggcagtaa 


ccaagagatt 


gaaatgctct 


aggagggaga 


agtctgggct 


tcagggagcc 


7320 


aaggaagagc 


aaccctggag 


acccattggg 


aaaaggataa 


atggagcctg 


cgctgaactt 


7380 


actcaaaagg 


gtcttgggtg 


gggaaacagg 


gtgtgggagt 


gtgtggagca 


ttccacacgt 


7440 


ctcccttgcc 


tccctgtctg 


gctttttctt 


cttcctctgt 


actttctcca 


gcatcttcct 


7500 


gccttgcttg 


cacacctgca 


ctggagcctg 


ttcccccatg 


ggcggcagca 


tcgtctctgt 


7560 


agccaaggcg 


ccactcctgc 


cagcctgtag 


tagtaggcgg 


ctgggggttg 


gggggctgca 


7620 


cagcgcatgc 


ccagcttgcc 


tggccgagag 


ataccataat 


tggcacctgt 


caggcagctg 


7680 


cagcttgttt 


tagaaaatca 


acgggggcct 


ttatagtcct 


gctgctagcg 


ggcatggtag 


7740 


accctccctc 


tgtaggtcac 


tcggtctctg 


tactagcccc 
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ctgctatggg 


agatggttcc 


ccaaatgggg 


ctaggactgt 


ctggtactaa 


aggagccggt 


7860 


atacggcggg 


ggtggggggg 


aagggtggga 


ctcagcgggg 


agtatggggg 


tgcaaagctg 


7920 


cctgccaagg 


ctttgctgta 


attgcacaag 


gcgtgtcctt 


ggaagcagaa 


gtctgcagcc 


7980 


cactcctaac 


tggctctcct 


gtttgcctcc 


ttcactgaca 


gttgcctttc 


aaggatgtag 


8040 


agaaggggtc 


atttggtttt 


ggttttagct 


gtgatttggc 


aaatggatgg 


gcaaaggcag 


8100 


gcaaattcac 


ccagggaagc 


cttctggata 


aggggtccat 


atgctgtacc 


catgttctcc 


8160 


catgtctctc 


catctgtctc 


ttgtctctac 


aataacctct 


gcccttaaga 


tgaccctgtc 


8220 


ttctggactc 


tggccctccc 


tgtcctcacc 


tgcgagccta 


accaacccac 


tcaccatttt 


8280 


cctgacacgg 


gtgggggtgc 


tttctgcagg 


atgaccctga 


gagtgaagat 


atggagaggg 


8340 


gatccaagac 


cagcgcctta 


aggctggact 


tcatcgagga 


cccaaacttc 


aagaacaaag 


8400 


tcaactattc 


atacacggct 


gtgcagatcc 


ccacagacat 


ctacaaaggc 


tgtaagtgta 


8460 


aggggagggg 


ggaagagccc 


ttcccaccca 


cgtggggtag 


ggcccactcc 


ctgagcattc 


8520 


caggtccctg 


agatagaaag 


ctagtgccac 


ctacctctgg 


ccagccccct 


gcacccaagg 


8580 


tcatacacgt 


tcatttctct 


gacctaccca 


catatagacc 


ttcacacttg 


gcagaacttg 


8640 


aaacacagct 


tctttgctgg 


tatggtctaa 


gcctatgtgt 


acacatatcc 


cacatataca 


8700 


tgcacacata 


catcccttgc 


tctcactgct 


gggctgaatg 


cccccagaac 


agccccttgc 


8760 


cgcccctgcc 


cgtctctgac 


tctattaaga 


ggggctggct 


gggaaatgcc 


agcataaggt 


8820 


ggacacagag 


attaaaggcc 


gcaaggcagc 


tgccgtagac 


aacagtcaca 


ggcctgacta 


8880 


acccacttct 


ctctatggcc 


cagagctgaa 


agaatgggaa 


atggtttcta 


tcccgcaata 


8940 


gccaagagtg 


tggtgaaggg 


ggaccaggaa 


aatatggttg 


agattccaag 


tcccaggggt 


9000 


gggacagctt 


tgcacagtgg 


agtcattata 


gctccagtct 


actgctgggg 


cccctcatct 


9060 


ggtgtttggc 


tctaggcatc 


ttctccatat 


actgttccag 


ttccttagga 


acttcctcca 


9120 


gcagtagatt 


gaaggccctg 


cctggttctg 


acattaccat 


gtgagcacct 


acctatagga 


9180 


cagtctcaaa 


atctgctggg 


tttggaggag 


gtggaggatg 


gtgtgctggg 


atgctgggga 


9240 


aatgggggca 


aaggaggcag 


agctactgta 


taggttccag 


gaaaaggggg 


aaccctaggg 


9300 


tcttccagga 


agcccctgtc 


gccctcaacg 


tcagccagcc 


ccgcccccag 


caggatgcca 


9360 


gcagatcacc 


tgcatgagcc 


agtcgagagg 


cactatcaca 


ggcaggcaca 


ctaattaaaa 


9420 


caggagccac 


accaccctcc 


ccagtcaccc 


ctcgctaccc 


acacaaatta 


cgttttatat 


9480 


gttctttatt 


tactgtgtca 


cttttaatta 


aatctgtaat 


cgcctgcctg 


agggggcatg 


9540 


gtccccattt 


cccaactcac 


tgtgatctga 


gggtgtgcgc 


atgggtgtgg 


cgtgggcgtg 


9600 


tgtgcatgtg 


ggggtattcg 


cttcagtgtg 


tcatacaggt 


atgtccttgt 


ggtcgcagat 


9660 
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atctgtaggg 


acaatccacc 


tgcagcaaga 


gtcacccctc 


tgctggcagc 


ctgagggact 


9720 


tccaagtttc 


tcagacagga 


agaggcccag 


ggatgggtag 


gcatgccatg 


cagactcaag 


9780 


gacacatggc 


attgtgcgaa 


acatttgggt 


gccacgcttc 


attttttcct 


taaaaagaaa 


9840 


aatagaagtg 


ttcaactcac 


taggcttcta 


aatcagaaac 


aggaccataa 


cacgctgctc 


9900 


aataggcaga 


gccaatggaa 


gaaagaggtt 


tcatgttgat 


attgtggtca 


gttaagaaga 


9960 


accagagaca 


gagagggatg 


aaagccaagc 


tcagggagca 


agacagcaga 


gacacagcac 


10020 


agcccgcaca 


caaagcaaag 


gcagaggggc 


gggcgagggt 


tggcaggccc 


ctgggcaccg 


10080 


gcagggcctg 


agaggctgtc 


aggcacagct 


catctgttct 


cagggaatca 


aaggcctgag 


10140 


agaaccttct 


ctgcctgtca 


cttgagatct 


ctgataggga 


tcacggaggg 


tagagtggcc 


10200 


tgatccagtg 


tagagataaa 


aacatgccac 


acacacacac 


acaccaggta 


gacttcgggg 


10260 


caccctgagt 


gatgggacaa 


gaatgccatc 


caggttggtc 


aacagagtag 


agatcagcct 


10320 


tggtcggtgg 


taggcctggc 


agaagggagg 


ggccacccaa 


gtgcagccac 


aggggttaat 


10380 


gagggtgggt 


aactggtggt 


gagagctcct 


gtgtacccct 


cgcccatggt 


agcaattggg 


10440 


tgggtttggg 


cgtaaggggc 


tggggctcct 


acgtttggct 


ggaagcacag 


aaattagagg 


10500 


cagcgatgcc 


tgccatggat 


gcaggctgta 


tgtacgtgcg 


catatgtgtg 


caagtgtgtg 


10560 


tgcgcgcctg 


tgtcggaaga 


ggatcctggc 


cccacccctg 


cccctctgca 


gcccccactg 


10620 


ctgcccctgc 


ctgctcctgg 


ccccagttga 


ttaatcatgg 


agctgagtgg 


cttccagctt 


10680 


atcaggtacc 


ttaatagctg 


aataattcca 


gccccatcag 


cgggccctta 


attgctttct 


10740 


tgtggctgcg 


gcctggagtg 


catgctgagt 


gggtgagctc 


cctgggggcc 


ggctgcaggc 


10800 


tccaggcagc 


atgctggatg 


ggggcccaac 


tcacagctcc 


ctgccaccca 


ggcggccctt 


10860 


ctccacaggc 


cacaaaccac 


atcagccctg 


cttgctcacc 


gaggcctgga 


tgaggggtag 


10920 


gctgagatat 


tcctttgatg 


atttagagga 


gggagagcaa 


gaaaatctcc 


ctggaagagc 


10980 


tggtgtggcc 


ccacatgaga 


tcctgggaaa 


tcaaagaaag 


cctgggcagg 


cagaaagcag 


11040 


gggaggccac 


ggagatgggt 


ttagcagggg 


gcgaccccga 


acctcccaac 


cccagccttc 


.11100 


tgccctgccc 


ctcagctacc 


gtcatcctca 


atgagcttaa 


ctggacagag 


gccctggaga 


11160 


acgtcttcat 


tgagaaccgt 


aggcaagacc 


ctacactgtt 


gtggcaagtc 


tttggcagtg 


11220 


ccacgggagt 


cactcgctat 


tacccaggta 


ggcaccactg 


tctccctggc 


ccatccagca 


11280 


cccgtcttgc 


tccatctcca 


agcctaccca 


ttctgaggtc 


catggggtac 


aatgaaccag 


11340 


gtcaatcccc 


atcactcccg 


cctgctccag 


tcagaccctt 


ctgccgggcc 


gggccccttc 


11400 


accccctctt 


tccacagcca 


caccatggcg 


agcccccaag 


aagattgacc 


tgtacgatgt 


11460 


cagaagagca 


ccctggtgag 


tgagcaaggg 


gggtggaggc 


gagacacccc 


ctcaactgcc 


11520 


catctttcgt 


aagggcgaat 


tcgagctcgg 


tacccgggga 
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ttctagagaa 


taggaacttc 


ggaataggaa 


cttccttctc 


ttcccacacg 


cagtcctctt 


11640 


ttcctagagt 


cagcttctga 


tggaattaga 


acttggcaaa 


acaatactga 


gaatgaagtg 


11700 


tatgtggaac 


agaggctgct 


gatctcgttc 


ttcaggctat 


gaaactgaca 


catttggaaa 


11760 


ccacagtact 


tagaaccaca 


aagtgggaat 


caagagaaaa 


acaatgatcc 


cacgagagat 


11820 


ctatagatct 


atagatcatg 


agtggaggaa 


tgagctggcc 


cttaatttgg 


ttttgcttgt 


11880 


ttaaattatg 


atatccaact 


atgaaacatt 


atcataaagc 


aatagtaaag 


agccttcagt 


11940 


aaagagcagg 


catttatcta 


atcccacccc 


cacccccacc 


cccgtagctc 


caatccttcc 


12000 


attcaaaatg 


taggtactct 


gttctcaccc 


ttcttaacaa 


agtatgacag 


taaaaaactt 


12060 


ccattttagt 


ggacatcttt 


attgtttaat 


agatcatcaa 


tttatgcaga 


cttacaggac 


12120 


tgcagaagaa 


ctcgtcaaga 


aggcgataga 


aggcgatgcg 


ctgcgaatcg 


ggagcggcga 


12180 


taccgtaaag 


cacgaggaag 


cggtcagccc 


attcgccgcc 


aagctcttca 


gcaatatcac 


12240 


gggtagccaa 


cgctatgtcc 


tgatagcggt 


ccgccacacc 


cagccggcca 


cagtcgatga 


12300 


atccagaaaa 


gcggccattt 


tccaccatga 


tattcggcaa 


gcaggcatcg 


ccatgggtca 


12360 


cgacgagatc 


ctcgccgtcg 


ggcatgcgcg 


ccttgagcct 


ggcgaacagt 


tcggctggcg 


12420 


cgagcccctg 


atgctcttcg 


tccagatcat 


cctgatcgac 


aagaccggct 


tccatccgag 


12480 


tacgtgctcg 


ctcgatgcga 


tgtttcgctt 


ggtggtcgaa 


tgggcaggta 


gccggatcaa 


12540 


gcgtatgcag 


ccgccgcatt 


gcatcagcca 


tgatggatac 


tttctcggca 


ggagcaaggt 


12600 


gagatgacag 


gagatcctgc 


cccggcactt 


cgcccaatag 


cagccagtcc 


cttcccgctt 


12660 


cagtgacaac 


gtcgagcaca 


gctgcgcaag 


gaacgcccgt 


cgtggccagc 


cacgatagcc 


12720 


gcgctgcctc 


gtcctgcagt 


tcattcaggg 


caccggacag 


gtcggtcttg 


acaaaaagaa 


12780 


ccgggcgccc 


ctgcgctgac 


agccggaaca 


cggcggcatc 


agagcagccg 


attgtctgtt 


12840 


gtgcccagtc 


atagccgaat 


agcctctcca 


cccaagcggc 


cggagaacct 


gcgtgcaatc 


12900 


catcttgttc 


aatggccgat 


cccatattgg 


cctgcagggt 


cgaaaggccc 


ggagatgagg 


12960 


aagaggagaa 


cagcgcggca 


gacgtgcgct 


tttgaagcgt 


gcagaatgcc 


gggcctcggg 


13020 


aggaccttcg 


ggcgcccgcc 


cgcccctgag 


cccgcccctg 


agcccgcccc 


cggacccacc 


13080 


ccttcccagc 


ctctgagccc 


agaaagcgaa 


ggaacaaagc 


tgctattggc 


cgctgcccca 


13140 


aaggcctacc 


cgcttccatt 


gctcagcggt 


gctgtccatc 


tgcacgagac 


tagtgagacg 


13200 


tgctacttcc 


atttgtcacg 


tcctgcacga 


cgcgagcttg 


ctgggggaaa 


cttcctgact 


13260 


aggggaggag 


tagaagtggc 


gcgaaggggc 


caccaaagaa 


cggagccggt 


tggcgctacc 


13320 


ggtggatgtg 


gaatgtgtgc 


gaggccagag 


gccacttgtg 


tagcgccaag 


tgccagcggg 


13380 


gctgctaaag 


cgcatgctcc 


agactgcctt 


gggaaaagcg 


cctcccctac 


ccggtaggac 


13440 
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ctgcaggggc 


ctgaagttcc 


tatactttct 


agagaatagg 


aacttcggaa 


taggaacttc 


13500 


cgctcgagaa 


gcttcccaat 


atccagacct 


ccgagcaggg 


cgcagccagc 


tctatccaat 


13560 


tttcatttca 


cacatcgctg 


ccactggaaa 


atggatccca 


tcgcccaggc 


aagccgccca 


13620 


gctgcctctg 


cccccacgcg 


tgtcgtccac 


tacccagccc 


ccccgcaccc 


actcagaact 


13680 


gaaagcagac 


cagggagggt 


gcttccaggg 


gtagctagag 


cctccgtcag 


gtcagccggc 


13740 


cccacctact 


catttgatcc 


ctggacaccc 


cgaccctctg 


ctctgcctct 


ctcacactac 


13800 


tccatgatct 


tccctccctc 


ctccattaca 


cagccagact 


ctctggagtc 


tctctaggac 


13860 


agaggacaca 


agccactaaa 


gccttctgtc 


cccgtggatc 


acctgcccct 


ccccctcacc 


13920 


tcttgtttac 


ttaatgaggg 


aaccagatca 


ctcacgtcac 


aagaaaaaaa 


aaactgtctt 


13980 


ttttattgag 


catggtcttc 


ccagtgccca 


ggcccattcc 


aacccccata 


gtgcgtggtc 


14040 


agtagaaaga 


agcacaggaa 


tcagtaagtg 


ggtggaagaa 


ggaagacccc 


gcaggtcccg 


14100 


gaggtgccgt 


ccttaactga 


gtcttctcac 


tggcaggtat 


atacaggggg 


cctcatcacc 


14160 


caaggacatg 


gtcatcattg 


tggatgtgtg 


agtgagcctt 


gtaggctggt 


gggatgggct 


14220 


aggactggac 


tcttctgccc 


gggcacctta 


tgagggaagg 


acgggaaaac 


cctgagagcc 


14280 


cacatgcatg 


cgccccctcc 


atgcctggtt 


tccaggagtg 


gcagcgtgag 


cggcctgact 


14340 


ctgaagctga 


tgaagacgtc 


cgtctgtgag 


atgctagaca 


cgctctctga 


tgatgactat 


14400 


gtgaacgtgg 


cctcagtgag 


tggcaaggtg 


gcaggcagga 


tgggtaccac 


tcacccccat 


14460 


ccaacctgct 


cccatgacaa 


ccatcagccc 


tgtacaacag 


ctgcacactg 


tgtggccagc 


14520 


ctgaagccac 


tcaccacccc 


ccactgtccc 


cacagttcaa 


cgagaaggcg 


cagcctgtgt 


14580 


cttgcttcac 


acacctggtg 


caggccaatg 


tgcgtaacaa 


gaaggtgttc 


aaggaagctg 


14640 


tgcagggcat 


ggtggccaag 


ggcaccacag 


gctacaaggc 


cggctttgag 


tatgcctttg 


14700 


accagctaca 


gaatgtgagc 


cccacgggtg 


ggcaaatggg 


tagcaagggg 


tgggcgaggg 


14760 


accaggctta 


gtgacatggg 


aagatgaaga 


tggattgcct 


tgttaatagt 


aaacaggcag 


14820 


cttagacaga 


cagtaccatc 


tgccgtgagg 


gaggaagccc 


caccctggac 


ctgtgagaga 


14880 


ccaaggattg 


cctgactctg 


tgttcatcct 


ccactagtcc 


aacatcacgc 


gggctaactg 


14940 


caataagatg 


atcatgatgt 


tcacggatgg 


gggtgaggat 


cgcgtgcagg 


atgtcttcga 


15000 


aaagtacaat 


tggcccaatc 


ggacggtgag 


cctcagccct 


ggtgggtggc 


tgccctgagc 


15060 


tgggtccagg 


acgggagagg 


gccgtcgtcc 


tccggtggcc 


attgtgataa 


cctcatcgtc 


15120 


ccggcaggta 


cgtgtgttca 


cgttctccgt 


aggacagcat 


aactatgatg 


tcacaccctt 


15180 


gcagtggatg 


gcctgtacta 


acaaaggtac 


ctcatcgggt 


ttcagcctct 


gcctgctgtg 


15240 


tccttctgct 


agctgtccat 


ccatgtgtcc 


agctgtctgt 


tcacgcactg 


tgtgtctgtc 


15300 


cttccataca 


tacccttttt 


ccggtgcttt 


gtctatttgg 
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tgcttgacca 


15360 
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tctggctgta tgtcccctgt ctgtctgtct ccagcctttc tgctaatgtc tgtttgttga 15420 

tcaatccatc tctgttgatt gattgggtaa aactcacgtt tctgacgtcc tcggatgagg 15480 

ctccttcctc caccctgtct ctgttaacca ctcccacctc tgctgcttct ttagacccct 15540 

acaatctatc ctctcctgta gcgttggtca cagtgccagg gcagtgacag ggagcataaa 15600 

ggagttgggg gagagtcaca atacacagag tgttgcaggt gtacccaggc gacattaccc 15660 

cctgtgctgc gggccttgct gtgccagtca aacccacatc tcctcccttt gcaggttact 15720 

attttgagat cccttccatc ggagccatcc gcatcaacac acaggtgagg ttgtggagga 15780 

ggcggcccct cccaggcctt ggcttccctc tggttgtggc tgcatgcttt gcgtgctttc 15840 

cagccatggg ccgatagcga cccctggtgg ctgctgttgt ccatggcagc agatgagaga 15900 

agagtgagtt gggaaggaca tttagtgcct ctcctctccc aggaatacct ggatgtgctg 15960 

ggtag 15965 
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